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<210> 1 

<211> 1345 

<212> DNA 

<213> Homo sapiens 



<400> 1 

cctggtcctg ccgctgcgcc 
caagtatgtg ggcctctggg 
99999 ac 9tc ttccacgtgg 
c 9 a 9gcgggt ggggccgtgg 
gacggtggag tcggaaccgt 
gctgcaggcc gagggcaacg 



cgcccgccat ggtgtcccgg 
acttcaagtc ccggacggac 
ccaggaagga ggagcagtgg 
cccagggcta tgtgccccac 
ggttctttgg ctgcatctcc 
ccacgggcgc cttcctgatc 



gaccaggctc acctgggccc 60 
gaggagctga gcttccgcgc 12 0 
tggtgggcca cgctgctgga 18 0 
aactacctgg ccgagaggga 24 0 
cgctcggaag ctgtgcgtcg 300 
agggtcagcg agaagccgag 360 



1 



tgccgactac 
gcgtgccggg 
tgtgaactac 
gaagcacgag 
cacgctctgc 
agaccgggtc 
gctgcagtcg 
cgccgtggtg 
cctgctggag 
catcgcctgg 
ggacctggcc 
cgggttagcc 
caccaaatcc 
ggtgccctac 
catgccctgc 
cagggacccc 
cagctacgag 



gtcctgtcgg 
ggccggctgc 
cacagggccc 
cctgagcccc 
aggaagctgg 
caggtggcca 
gagatccagg 
tccgtggggg 
ctgctccgcg 
caggtggctg 
gccaggaaca 
aggcttatca 
gacgtctggt 
ccaggcatgt 
cctctggagt 
gagcagagac 
aacccgacct 



tgcgggacac 
acctgaacga 
agagcctgtc 
tgccccattg 
ggtccggcta 
ttaaggtgat 
ccatgaagaa 
accccgtgta 
actctgatga 
agggcatgtg 
tcctcgtcgg 
agtggacggc 
cctttgggat 
ccaaccatga 
gcccgcccag 
cctgcttcaa 
gagct 



gcaggctgtg 
ggcggtgtcc 
ccacggcctg 
ggatgactgg 
ctttggggag 
ttctcgagac 
gctgcggcac 
catcatcacg 
gaaagtcctg 
ttacctggag 
ggaaaacacc 
ccctgaagcg 
tctcctgcat 
ggccttcctg 
cgtgcacaag 
ggccctgcgg 



cggcactaca 
ttcctcagcc 
cggctggccg 
gagaggccga 
gtcttcgagg 
aacctcctgc 
aaacacatcc 
gagctcatgg 
cccgtttcgg 
tcgcagaatt 
ctctgcaaag 
ctctcccgag 
gagatgttca 
agggtggacg 
ctgatgctga 
gagaggctct 



agatctggcg 
tgcccgagct 
cgccctgccg 
gggaggagtt 
ggctctggaa 
accagcagat 
tggcgctgta 
ccaagggcag 
agctgctgga 
acatccaccg 
ttggggactt 
gccattactc 
gcaggggtca 
ccggctaccg 
catgctggtg 
ccagcttcac 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1345 



<210> 2 
<211> 437 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Val Ser Arg Asp Gin Ala His Leu Gly Pro Lys Tyr Val Gly Leu 
1 5 10 -15 

Trp Asp Phe Lys Ser Arg Thr Asp Glu Glu Leu Ser Phe Arg Ala Gly 
20 25 30 

Asp Val Phe His Val Ala Arg Lys Glu Glu Gin Trp Trp Trp Ala Thr 
35 40 45 

Leu Leu Asp Glu Ala Gly Gly Ala Val Ala Gin Gly Tyr Val Pro His 
50 55 60 

Asn Tyr Leu Ala Glu Arg Glu Thr Val Glu Ser Glu Pro Trp Phe Phe 
65 70 75 80 

Gly Cys lie Ser Arg Ser Glu Ala Val Arg Arg Leu Gin Ala Glu Gly 
85 90 95 

Asn Ala Thr Gly Ala Phe Leu lie Arg Val Ser Glu Lys Pro Ser Ala 
100 105 110 

Asp Tyr Val Leu Ser Val Arg Asp Thr Gin Ala Val Arg His Tyr Lys 
115 120 125 

lie Trp Arg Arg Ala Gly Gly Arg Leu His Leu Asn Glu Ala Val Ser 
130 135 140 

Phe Leu Ser Leu Pro Glu Leu Val Asn Tyr His Arg Ala Gin Ser Leu 
145 150 155 160 

Ser His Gly Leu Arg Leu Ala Ala Pro Cys Arg Lys His Glu Pro Glu 
165 170 175 



2 



Pro Leu Pro His Trp Asp Asp Trp Glu Arg Pro Arg Glu Glu Phe Thr 
180 185 190 



Leu Cys Arg Lys Leu Gly Ser Gly Tyr Phe Gly Glu Val Phe Glu Gly 
195 200 205 

Leu Trp Lys Asp Arg Val Gin Val Ala lie Lys Val lie Ser Arg Asp 
210 215 220 

Asn Leu Leu His Gin Gin Met Leu Gin Ser Glu lie Gin Ala Met Lys 
225 230 235 240 

Lys Leu Arg His Lys His lie Leu Ala Leu Tyr Ala Val Val Ser Val 
245 250 255 

Gly Asp Pro Val Tyr lie He Thr Glu Leu Met Ala Lys Gly Ser Leu 
260 265 270 

Leu Glu Leu Leu Arg Asp Ser Asp Glu Lys Val Leu Pro Val Ser Glu 
275 280 285 

Leu Leu Asp He Ala Trp Gin Val Ala Glu Gly Met Cys Tyr Leu Glu 
290 295 300 

Ser Gin Asn Tyr He His Arg Asp Leu Ala Ala Arg Asn He Leu Val 
305 310 315 320 

Gly Glu Asn Thr Leu Cys Lys Val Gly Asp Phe Gly Leu Ala Arg Leu 
325 330 335 

He Lys Trp Thr Ala Pro Glu Ala Leu Ser Arg Gly His Tyr Ser Thr 
340 345 350 

Lys Ser Asp Val Trp Ser Phe Gly He Leu Leu His Glu Met Phe Ser 
355 360 365 

Arg Gly Gin Val Pro Tyr Pro Gly Met Ser Asn His Glu Ala Phe Leu 
370 375 380 

Arg Val Asp Ala Gly Tyr Arg Met Pro Cys Pro Leu Glu Cys Pro Pro 
385 390 395 400 

Ser Val His Lys Leu Met Leu Thr Cys Trp Cys Arg Asp Pro Glu Gin 
405 410 415 

Arg Pro Cys Phe Lys Ala Leu Arg Glu Arg Leu Ser Ser Phe Thr Ser 
420 425 430 



Tyr Glu Asn Pro Thr 
435 



<210> 3 

<211> 1682 

<212> DNA 

<213> Homo sapiens 



3 



<400> 3 

tcctgcaggt 

ccagacagca 

gcggtggcaa 

cttctggggg 

tgagtgtggc 

gtggctttgg 

tctgccccgc 

acgtggagat 

tcctcaacaa 

aggtgctgga 

ggaacaacct 

gacttcagag 

aggacttcaa 

ttgtggtcct 

tccatgggct 

agatcgaggc 

gccagctcca 

acctggactt 

gcagcaaggc 

cccagcttca 

agattcagag 

ccgccattgc 

tgtccgagct 

agtaccagga 

agctgctgga 

ctgtggtcag 

ggtttggcct 

gtgtctctgg 

ga 



ccctgtcact 
gtgtgtccga 
gagaggtgcc 
atttggcagc 
taggtcacga 
tggtggattt 
tgggggaatt 
tgaccctgag- 
caagtttgcc 
gaccaagtgg 
ggagcccctc 
cgagcggggg 
gaacaagtat 
aaagaagtat 
ccgcaaggtc 
tctcaaggag 
gacccaggcc 
cagcagcatc 
tgaggctgag 
tggggacagg 
gctgcagagt 
agatgccgag 
ggaggccgcc 
gctgatgaac 
gggcgaggag 
cggtagcacc 
gagtagtggc 
cagttccagc 



tctctgatag 
ggcgggcccc 
ttcagctcag 
agaagcctct 
caaggtgcct 
gggggctcct 
caggaggtca 
atccagaaag 
tccttcatcg 
gcactgctgc 
tttgaggcct 
aggctggact 
gaagaggaga 
gagacagagc 
attgatgaca 
gagctgctct 
agcgacacgt 
atcactgagg 
gccttgtacc 
atgcaggaaa 
cagactgaga 
cagcgtggag 
ctgcagcggg 
gtcaagctgg 
agccggatgt 
agcactggag 
tttggctccg 
agcaagatca 



ctcccagctc 
ggggcttcag 
tctccatgtc 
acaacctcag 
gctttggggg 
tcagtggtaa 
ccatcaacca 
tccggacgga 
agcaggtgcg 
aggagcaggg 
acctgggtag 
cagagctcag 
tcaacaaacg 
tggccatgcg: 
ccaatatcac 
tcatgaagaa 
ctgtggtgct 
tccgcgcccg 
agaccaaggt 
cgaaagtcca 
acctcaagaa 
agctggccat 
ccaagcagga 
ccctggacat 
ctggagaatg 
gcatcagcgg 
gctctggaag 
tctctaccac 



gctctctgca 
ctgtgactcg 
tggaggtgct 
ggggaacaaa 
tgctggaggc 
gggtggccct 
gagcttgctc 
agagcgcgaa 
gttcctggag 
ccagaacttg 
catgcggagc 
gaacgtgcag 
cacagcagcc 
ccagtctgtg 
acgactgcag 
gaaccacgaa 
gtccatggac 
gtacgaggag 
gcaggaactt 
gatctctcag 
gcagagggct 
taaggatgcc 
catggcgcgg 
cgagatcgcc 
ccagagtgcc 
aggattagga 
tggctttggg 
caccctgaac 



gccatgattg 
gccattgtag 
ggccgatgct 
agcatctcca 
tttggcactg 
ggcttccccg 
acccccctcc 
cagatcaagc 
caacagaata 
ggtgtcacca 
acgctggaca 
gaccttgtgg 
gagaatgact 
gagaacgaca 
ctggagacag 
gaggagctgg 
aacaaccgct 
atcgcccgga 
caggtgtctg 
ctacaccaag 
tccctggagg 
aacgccaagt 
cagctgcgtg 
acctacagga 
gtgagcatcg 
agtggctccg 
tttggtggca 
aagagacgat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1682 



<210> 4 
<211> 542 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
15 10 15 

Cys Asp Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 

Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Arg Gly Asn Lys Ser lie Ser Met Ser 
50 55 60 

Val Ala Arg Ser Arg Gin Gly Ala Cys Phe Gly Gly Ala Gly Gly Phe 
65 70 75 80 

Gly Thr Gly Gly Phe Gly Gly Gly Phe Gly Gly Ser Phe Ser Gly Lys 
85 90 95 



4 



Gly Gly Pro Gly Phe Pro Val Cys Pro Ala Gly Gly lie Gin Glu Val 
100 105 110 



Thr lie Asn Gin Ser Leu Leu Thr Pro Leu His Val Glu lie Asp Pro 
115 120 125 

Glu lie Gin Lys Val Arg Thr Glu Glu Arg Glu Gin lie Lys Leu Leu 
130 135 140 

Asn Asn Lys Phe Ala Ser Phe lie Glu Gin Val Arg Phe Leu Glu Gin 
145 150 155 160 

Gin Asn Lys Val Leu Glu Thr Lys Trp Ala Leu Leu Gin Glu Gin Gly 
165 170 175 

Gin Asn Leu Gly Val Thr Arg Asn Asn Leu Glu Pro Leu Phe Glu Ala 
180 185 190 

Tyr Leu Gly Ser Met Arg Ser Thr Leu Asp Arg Leu Gin Ser Glu Arg 
195 200 205 

Gly Arg Leu Asp Ser Glu Leu Arg Asn Val Gin Asp Leu Val Glu Asp 
210 215 220 

Phe Lys Asn Lys Tyr Glu Glu Glu lie Asn Lys Arg Thr Ala Ala Glu 
225 230 235 240 

Asn Asp Phe Val Val Leu Lys Lys Tyr Glu Thr Glu Leu Ala Met Arg 
245 250 255 

Gin Ser Val Glu Asn Asp lie His Gly Leu Arg Lys Val lie Asp Asp 
260 265 270 

Thr Asn lie Thr Arg Leu Gin Leu Glu Thr Glu lie Glu Ala Leu Lys 
275 280 285 

Glu Glu Leu Leu Phe Met Lys Lys Asn His Glu Glu Glu Leu Gly Gin 
290 295 300 

Leu Gin Thr Gin Ala Ser Asp Thr Ser Val Val Leu Ser Met Asp Asn 
305 310 315 320 

Asn Arg Tyr Leu Asp Phe Ser Ser lie lie Thr Glu Val Arg Ala Arg 
325 330 335 

Tyr Glu Glu lie Ala Arg Ser Ser Lys Ala Glu Ala Glu Ala Leu Tyr 
340 345 350 

Gin Thr Lys Val Gin Glu Leu Gin Val Ser Ala Gin Leu His Gly Asp 
355 360 365 

Arg Met Gin Glu Thr Lys Val Gin lie Ser Gin Leu His Gin Glu lie 
370 375 380 

Gin Arg Leu Gin Ser Gin Thr Glu Asn Leu Lys Lys Gin Arg Ala Ser 
385 390 395 400 
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Leu Glu Ala Ala 



Lys Asp Ala Asn 
420 

Ala Lys Gin Asp 
435 

Asn Val Lys Leu 
450 

Leu Glu Gly Glu 
465 

Ser lie Ala Val 



Gly Leu Gly Ser 
500 

Gly Ser Gly Ser 
515 

Ser Ser Lys lie 
530 



lie Ala Asp Ala 
405 

Ala Lys Leu Ser 



Met Ala Arg Gin 
440 

Ala Leu Asp lie 
455 

Glu Ser Arg Met 
470 

Val Ser Gly Ser 
485 

Gly Ser Gly Phe 



Gly Phe Gly Phe 
520 

He Ser Thr Thr 
535 



Glu Gin Arg Gly 
410 

Glu Leu Glu Ala 
425 

Leu Arg Glu Tyr 



Glu He Ala Thr 
460 

Ser Gly Glu Cys 
475 

Thr Ser Thr Gly 
490 

Gly Leu Ser Ser 
505 

Gly Gly Ser Val 



Thr Leu Asn Lys 
540 



Glu Leu Ala He 
415 

Ala Leu Gin Arg 
430 

Gin Glu Leu Met 
445 

Tyr Arg Lys Leu 



Gin Ser Ala Val 
480 

Gly He Ser Gly 
495 

Gly Phe Gly Ser 
510 

Ser Gly Ser Ser 
525 

Arg Arg 



<210> 5 

<211> 1625 

<212> DNA 

<213> Homo sapiens 



<400> 5 

tcctgcaggt ccctgtcact tctctgatag 
ccagacagca gtgtgtccga ggcgggcccc 
gcggtggcaa gagaggtgcc ttcagctcag 
cttctggggg atttggcagc agaagcctct 
tgagtgtggc taggtcacga caaggtgcct 
gtggctttgg tggtggattt gggggctcct 
tctgccccgc tgggggaatt caggaggtca 
acgtggagat tgaccctgag atccagaaag 
tcctcaacaa caagtttgcc tccttcatcg 
aagtcctgga gaccaagtgg aacctgctcc 
caaacaacct tgagcctctt tttgagaatc 
acatcctcgg ggagagaggg cgcctggact 
aagacttcaa gaagaagtat gaggatgaaa 
ttgtgactct gaagaaggat gtggacagtg 
aagtggatgc cttgatagat gagatcgact 
gccaagtgca gacccacgtg tctaacacca 
acctggacct ggacagcatc atcgccgagg 
ggagccgggc tgaggccgag gcctggtacc 
ctgggaagca tggggacaac ctgcgggaca 
ctatccagag gctgcagggg gaggctgatg 
agacggccat tgcggaagcg gagcagcgtg 
agcttgggga tctggatgtg gccctgcacc 
gtgactacca ggagctgatg aatgtcaagc 



ctcccagctc gctctctgca gccatgattg 60 
ggggcttcag ctgtgactcg gccattgtag 120 
tctccatgtc tggaggtgct ggccgatgct 180 
acaacctcag ggggaacaaa agcatctcca 24 0 
gctttggggg tgctggaggc tttggcactg 300 
tcagtggtaa gggtggccct ggcttccccg 360 
ccatcaacca gagcttgctc acccccctcc 420 
tccggacgga agagcgcgaa cagatcaagc 480 
agcaggtgcg gttcctggag caacagaaca 54 0 
agcagcaggg cacaagttcc atctcaggca 600 
acatcaacta cctgcggagc tacctggaca 660 
ctgagctgaa gaacatggag gacctggtgg 72 0 
tcaataaacg tacagctgct gagaatgaat 780 
cctatatgaa caaggtggag cttcaggcca 840 
tcttaaggac cctctacgac gctgagctga 900 
atgtggtgct gtccatggac aacaaccgca 960 
tcaaggccca gtatgagctg attgcccaga 1020 
agaccaaggt ggaggagctg caggtgactg 1080 
ccaagaacga gattgctgag ctcacccgca 1140 
cagccaagaa gcagcagtgt cagcagctgc 1200 
gggagctggc actcaaggat gctcagaaga 1260 
aggccaagga ggacctgaca cggctgctgc 1320 
tggccctgga cgtggagatt gccacctacc 1380 



6 



gcaagcttct ggagagccag gagagcagga tgtctggaga atgccagagt gccgtgagca 144 0 
tcgctgtggt cagcggtagc accagcactg gaggcatcag cggaggatta ggaagtggct 1500 
ccgggtttgg cctgagtagt ggctttggct ccggctctgg aagtggcttt gggtttggtg 1560 
gcagtgtctc tggcagttcc agcagcaaga tcatctctac caccaccctg aacaagagac 1620 
gatga 1625 



<210> 6 
<211> 523 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<400> 6 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
1 5 10 15 

Cys Asp Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 

Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Arg Gly Asn Lys Ser lie Ser Met Ser 
50 55 60 

Val Ala Arg Ser Arg Gin Gly Ala Cys Phe Gly Gly Ala Gly Gly Phe 
65 70 75 80 

Gly Thr Gly Gly Phe Gly Gly Gly Phe Gly Gly Ser Phe Ser Gly Lys 
85 90 95 

Gly Gly Pro Gly Phe Pro Val Cys Pro Ala Gly Gly He Gin Glu Val 
100 105 110 

Thr He Asn Gin Ser Leu Leu Thr Pro Leu His Val Glu He Asp Pro 
115 120 125 

Glu He Gin Lys Val Arg Thr Glu Glu Arg Glu Gin He Lys Leu Leu 
130 135 140 

Asn Asn Lys Phe Ala Ser Phe He Glu Gin Val Arg Phe Leu Glu Gin 

150 155 160 

Gin Asn Lys Val Leu Glu Thr Lys Trp Asn Leu Leu Gin Gin Gin Gly 
165 170 175 

Thr Ser Ser He Ser Gly Thr Asn Asn Leu Glu Pro Leu Phe Glu Asn 
180 185 190 

His He Asn Tyr Leu Arg Ser Tyr Leu Asp Asn He Leu Gly Glu Arg 
195 200 205 

Gly Arg Leu Asp Ser Glu Leu Lys Asn Met Glu Asp Leu Val Glu Asp 
210 215 220 

Phe Lys Lys Lys Tyr Glu Asp Glu He Asn Lys Arg Thr Ala Ala Glu 
225 230 235 240 
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Asn Glu Phe Val Thr Leu Lys Lys Asp Val Asp Ser Ala Tyr Met Asn 
245 250 255 



Lys Val Glu Leu Gin Ala Lys Val Asp Ala Leu lie Asp Glu lie Asp 
260 265 270 

Phe Leu Arg Thr Leu Tyr Asp Ala Glu Leu Ser Gin Val Gin Thr His 
275 280 285 

Val Ser Asn Thr Asn Val Val Leu Ser Met Asp Asn Asn Arg Asn Leu 
290 295 300 

Asp Leu Asp Ser lie lie Ala Glu Val Lys Ala Gin Tyr Glu Leu lie 
305 310 315 320 

Ala Gin Arg Ser Arg Ala Glu Ala Glu Ala Trp Tyr Gin Thr Lys Val 
325 330 335 

Glu Glu Leu Gin Val Thr Ala Gly Lys His Gly Asp Asn Leu Arg Asp 
340 345 350 

Thr Lys Asn Glu He Ala Glu Leu Thr Arg Thr He Gin Arg Leu Gin 
355 360 365 

Gly Glu Ala Asp Ala Ala Lys Lys Gin Gin Cys Gin Gin Leu Gin Thr 
370 375 380 

Ala He Ala Glu Ala Glu Gin Arg Gly Glu Leu Ala Leu Lys Asp Ala 
385 390 395 400 

Gin Lys Lys Leu Gly Asp Leu Asp Val Ala Leu His Gin Ala Lys Glu 
405 410 415 

Asp Leu Thr Arg Leu Leu Arg Asp Tyr Gin Glu Leu Met Asn Val Lys 
420 425 430 

Leu Ala Leu Asp Val Glu He Ala Thr Tyr Arg Lys Leu Leu Glu Ser 
435 440 445 

Gin Glu Ser Arg Met Ser Gly Glu Cys Gin Ser Ala Val Ser He Ala 
450 455 460 

Val Val Ser Gly Ser Thr Ser Thr Gly Gly He Ser Gly Gly Leu Gly 
465 470 475 480 

Ser Gly Ser Gly Phe Gly Leu Ser Ser Gly Phe Gly Ser Gly Ser Gly 
485 490 495 

Ser Gly Phe Gly Phe Gly Gly Ser Val Ser Gly Ser Ser Ser Ser Lys 
500 505 510 

He He Ser Thr Thr Thr Leu Asn Lys Arg Arg 
515 520 



<210> 7 
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<211> 1619 

<212> DNA 

<213> Homo sapiens 



<400> 7 

tcctgcaggt ccctgtcact tctctgatag 
ccagacagca gtgtgtccga ggcgggcccc 
gcggtggcaa gagaggtgcc ttcagctcag 
cttctggggg atttggcagc agaagcctct 
tgagtgtggc taggtcacga caaggtgcct 
gtggctttgg tggtggattt gggggctcct 
tctgccccgc tgggggaatt caggaggtca 
acgtggagat tgaccctgag atccagaaag 
tcctcaacaa caagtttgcc tccttcatcg 
aggtcctgga gacgaagtgg catctgctgc 
gcctggagcc tgtctttgag gcctgcctgg 
agggagaacg aggggctctg gatgctgagt 
ataagtccaa gtatgaggat gagatcaata 
tcatcaagaa ggatgtggat gaagcttaca 
aagggctgac cgacgagatc aacttcctca 
tgcagtccca gatctcggac acatctgtgg 
acatggacag catcattgct gaggtcaagg 
gggctgaggc tgagagcatg taccagatca 
agcacgggga tgacctgcgg cgcacaaaga 
gccggctcca ggctgagatt gagggcctca 
tgagggaggt ggaggcccgc tacgccctac 
accttgagtc agagctggca cagacccggg 
aggccctgct gaacatcaag gtcaagctgg 
tggaagatgg cgaggacttt aagatgtctg 
tggtcagcgg tagcaccagc actggaggca 
ttggcctgag tagtggcttt ggctccggct 
tctctggcag ttccagcagc aagatcatct 



ctcccagctc gct.ctctgca gccatgattg 60 
ggggcttcag ctgtgactcg gccattgtag 120 
tctccatgtc tggaggtgct ggccgatgct 180 
acaacctcag ggggaacaaa agcatctcca 240 
gctttggggg tgctggaggc tttggcactg 300 
tcagtggtaa gggtggccct ggcttccccg 360 
ccatcaacca gagcttgctc acccccctcc 420 
tccggacgga agagcgcgaa cagatcaagc 480 
agcaggtgcg gttcctggag cagcagaaca 54 0 
agcaacaggg gttgagtggc agccagcagg 600 
atcagctcag gaagcagctg gagcagctcc 660 
tgaaggcctg ccgggaccag gaggaggagt 720 
agcgtacaga gatggagaac gaatttgtcc 780 
tgaacaaggt agagctggag tctcgcctgg 84 0 
ggcagctata tgaagaggag atccgggagc 900 
tgctgtccat ggacaacagc cgctccctgg 960 
cacagtacga ggatattgcc aaccgcagcc 1020 
agtatgagga gctgcagagc ctggctggga 1080 
ctgagatctc tgagatgaac cggaacatca 1140 
aaggccagaa ggccagcttg gagaacagcc 1200 
agatggagca gctcaacggg atcctgctgc 12 6 0 
cagagggaca gcgccaggcc caggagtatg 1320 
aggctgagat cgccacctac cgccgcctgc 1380 
gagaatgcca gagtgccgtg agcatcgctg 144 0 
tcagcggagg attaggaagt ggctccgggt 150 0 
ctggaagtgg ctttgggttt ggtggcagtg 1560 
ctaccaccac cctgaacaag agacgatga 1619 



<210> 8 
<211> 521 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
15 10 15 

Cys Asp Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 

Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Arg Gly Asn Lys Ser lie Ser Met Ser 
50 55 60 

Val Ala Arg Ser Arg Gin Gly Ala Cys Phe Gly Gly Ala Gly Gly Phe 
65 70 75 80 

Gly Thr Gly Gly Phe Gly Gly Gly Phe Gly Gly Ser Phe Ser Gly Lys 
85 90 95 
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Gly Gly Pro Gly Phe Pro Val Cys Pro Ala Gly Gly lie Gin Glu Val 
100 105 110 

Thr lie Asn Gin Ser Leu Leu Thr Pro Leu His Val Glu lie Asp Pro 
115 120 125 

Glu lie Gin Lys Val Arg Thr Glu Glu Arg Glu Gin lie Lys Leu Leu 
130 135 140 

Asn Asn Lys Phe Ala Ser Phe lie Glu Gin Val Arg Phe Leu Glu Gin 
145 150 155 160 

Gin Asn Lys Val Leu Glu Thr Lys Trp His Leu Leu Gin Gin Gin Gly 
165 170 175 

Leu Ser Gly Ser Gin Gin Gly Leu Glu Pro Val Phe Glu Ala Cys Leu 
180 185 190 

Asp Gin Leu Arg Lys Gin Leu Glu Gin Leu Gin Gly Glu Arg Gly Ala 
195 200 205 

Leu Asp Ala Glu Leu Lys Ala Cys Arg Asp Gin Glu Glu Glu Tyr Lys 
210 215 220 

Ser Lys Tyr Glu Asp Glu lie Asn Lys Arg Thr Glu Met Glu Asn Glu 
225 230 235 240 

Phe Val Leu He Lys Lys Asp Val Asp Glu Ala Tyr Met Asn Lys Val 
245 250 255 

Glu Leu Glu Ser Arg Leu Glu Gly Leu Thr Asp Glu He Asn Phe Leu 
260 265 270 

Arg Gin Leu Tyr Glu Glu Glu He Arg Glu Leu Gin Ser Gin He Ser 
275 280 285 

Asp Thr Ser Val Val Leu Ser Met Asp Asn Ser Arg Ser Leu Asp Met 
290 295 300 

Asp Ser He He Ala Glu Val Lys Ala Gin Tyr Glu Asp He Ala Asn 
305 310 315 320 

Arg Ser Arg Ala Glu Ala Glu Ser Met Tyr Gin He Lys Tyr Glu Glu 
325 330 335 

Leu Gin Ser Leu Ala Gly Lys His Gly Asp Asp Leu Arg Arg Thr Lys 
340 345 350 

Thr Glu He Ser Glu Met Asn Arg Asn He Ser Arg Leu Gin Ala Glu 
355 360 365 

He Glu Gly Leu Lys Gly Gin Lys Ala Ser Leu Glu Asn Ser Leu Arg 
370 375 380 

Glu Val Glu Ala Arg Tyr Ala Leu Gin Met Glu Gin Leu Asn Gly He 
385 390 395 400 
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Leu Leu His Leu 



Arg Gin Ala Gin 
420 

Glu Ala Glu lie 
435 

Phe Lys Met Ser 
450 

Ser Gly Ser Thr 
465 

Ser Gly Phe Gly 



Phe Gly Phe Gly 
500 

Ser Thr Thr Thr 
515 



Glu Ser Glu Leu 
405 

Glu Tyr Glu Ala 



Ala Thr Tyr Arg 
440 

Gly Glu Cys Gin 
455 

Ser Thr Gly Gly 
470 

Leu Ser Ser Gly 
485 

Gly Ser Val Ser 



Leu Asn Lys Arg 
520 



Ala Gin Thr Arg 
410 

Leu Leu Asn lie 
425 

Arg Leu Leu Glu 



Ser Ala Val Ser 
460 

lie Ser Gly Gly 
475 

Phe Gly Ser Gly 
490 

Gly Ser Ser Ser 
505 

Arg 



Ala Glu Gly Gin 
415 

Lys Val Lys Leu 
430 

Asp Gly Glu Asp 
445 

lie Ala Val Val 



Leu Gly Ser Gly 
480 

Ser Gly Ser Gly 
495 

Ser Lys lie lie 
510 



<210> 9 
<211> 1619 
<212> DNA 

<213> Homo sapiens 
<400> 9 

tcctgcaggt ccctgtcact tctctgatag 
ccagacagca gtgtgtccga ggcgggcccc 
gcggtggcaa gagaggtgcc ttcagctcag 
cttctggggg atttggcagc agaagcctct 
tgagtgtggc taggtcacga caaggtgcct 
gtggctttgg tggtggattt gggggctcct 
tctgccccgc tgggggaatt caggaggtca 
acgtggagat tgaccctgag atccagaaag 
tcctcaacaa caagtttgcc tccttcatcg 
a ggtcctgga gaccaaatgg aacctgctcc 
accttgagcc cctctttgag acctacctca 
gcaatgacaa agggcgcctg cagtctgagc 
tcaagactaa gtatgaggag gaggcccaca 
tcctcaagaa ggatgtggat ggggttttcc 
aggctctgag agagtacctc tacttcttga 
a gatgcagac ccatgtcagc gacacgtccg 
tggacctgga cagcattatt gccgaggtcc 
gcaaggctga ggctgaagcc ctgtaccaga 
accaacatgg tgacaacctg aagaacacca 
tccagaggct gcgggcagag atcgagaaca 
ccgtggctga tgcagagcag cgaggtgaga 
tagagctgga ggctgccctg cagcaggcca 
accaggagct catgagtgtg aagctggcct 
tgctggaggg cgaggagtac aggatgtctg 
tggtcagcgg tagcaccagc actggaggca 



ctcccagctc gctctctgca gccatgattg 60 
ggggcttcag ctgtgactcg gccattgtag 12 0 
tctccatgtc tggaggtgct ggccgatgct 18 0 
acaacctcag ggggaacaaa agcatctcca 24 0 
gctttggggg tgctggaggc tttggcactg 300 
tcagtggtaa gggtggccct ggcttccccg 360 
ccatcaacca gagcttgctc acccccctcc 420 
tccggacgga agagcgcgaa cagatcaagc 4 80 
agcaggtgca gttcttagag caacagaata 540 
agcagcagac gaccaccacc tccagcaaaa 600 
gtgtcctgag gaagcagcta gataccttgg 660 
tgaagaccat gcaggacagc gtggaggact 72 0 
ggcgtgccac acttgagaac gactttgtgg 780 
tgagcaagat ggagttggag ggcaagctgg 84 0 
agcatctgaa tgaagaagtg gagctgtccc 900 
tggtcctttc catggacaac aaccgcaacc 960 
gtgcccagta cgaggagatt gcccagagga 1020 
ccaaggtgca gcagctccag atctcggttg 1080 
agagtgaaat tgcagagctc aacaggatga 114 0 
tcaagaagca gtgccagact cttcaggtat 1200 
atgcccttaa agatgcccac agcaagcgcg 1260 
a gg a 9g a gct ggcacgaatg ctgcgtgagt 13 20 
tggacatcga gatcgccacc taccgcaaac 1380 
gagaatgcca gagtgccgtg agcatcgctg 144 0 
tcagcggagg attaggaagt ggctccgggt 1500 
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ttggcctgag tagtggcttt ggctccggct ctggaagtgg ctttgggttt ggtggcagtg 1560 
tctctggcag ttccagcagc aagatcatct ctaccaccac cctgaacaag agacgatga 1619 



<210> 10 
<211> 521 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
15 10 15 

Cys Asp Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 

Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Arg Gly Asn Lys Ser lie Ser Met Ser 
50 55 60 

Val Ala Arg Ser Arg Gin Gly Ala Cys Phe Gly Gly Ala Gly Gly Phe 
65 70 75 80 

Gly Thr Gly Gly Phe Gly Gly Gly Phe Gly Gly Ser Phe Ser Gly Lys 
85 90 95 

Gly Gly Pro Gly Phe Pro Val Cys Pro Ala Gly Gly lie Gin Glu Val 
100 105 110 

Thr lie Asn Gin Ser Leu Leu Thr Pro Leu His Val Glu lie Asp Pro 
115 120 125 

Glu lie Gin Lys Val Arg Thr Glu Glu Arg Glu Gin lie Lys Leu Leu 
130 135 140 

Asn Asn Lys Phe Ala Ser Phe lie Glu Gin Val Gin Phe Leu Glu Gin 
145 150 155 160 

Gin Asn Lys Val Leu Glu Thr Lys Trp Asn Leu Leu Gin Gin Gin Thr 
165 170 175 

Thr Thr Thr Ser Ser Lys Asn Leu Glu Pro Leu Phe Glu Thr Tyr Leu 
180 185 190 

Ser Val Leu Arg Lys Gin Leu Asp Thr Leu Gly Asn Asp Lys Gly Arg 
195 200 205 

Leu Gin Ser Glu Leu Lys Thr Met Gin Asp Ser Val Glu Asp Phe Lys 
210 215 220 

Thr Lys Tyr Glu Glu Glu Ala His Arg Arg Ala Thr Leu Glu Asn Asp 
225 230 235 240 

Phe Val Val Leu Lys Lys Asp Val Asp Gly Val Phe Leu Ser Lys Met 
245 250 255 
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Glu Leu Glu Gly Lys Leu Glu Ala Leu Arg Glu Tyr Leu Tyr Phe Leu 
260 265 270 



Lys His Leu Asn Glu Glu Val Glu Leu Ser Gin Met Gin Thr His Val 
275 280 285 

Ser Asp Thr Ser Val Val Leu Ser Met Asp Asn Asn Arg Asn Leu Asp 
290 295 300 

Leu Asp Ser lie lie Ala Glu Val Arg Ala Gin Tyr Glu Glu lie Ala 
305 310 315 320 

Gin Arg Ser Lys Ala Glu Ala Glu Ala Leu Tyr Gin Thr Lys Val Gin 
325 330 335 

Gin Leu Gin lie Ser Val Asp Gin His Gly Asp Asn Leu Lys Asn Thr 
340 345 350 

Lys Ser Glu lie Ala Glu Leu Asn Arg Met lie Gin Arg Leu Arg Ala 
355 360 365 

Glu lie Glu Asn lie Lys Lys Gin Cys Gin Thr Leu Gin Val Ser Val 
370 375 380 

Ala Asp Ala Glu Gin Arg Gly Glu Asn Ala Leu Lys Asp Ala His Ser 
385 390 395 400 

Lys Arg Val Glu Leu Glu Ala Ala Leu Gin Gin Ala Lys Glu Glu Leu 
405 410 415 

Ala Arg Met Leu Arg Glu Tyr Gin Glu Leu Met Ser Val Lys Leu Ala 
420 425 430 

Leu Asp lie Glu lie Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu 
435 440 445 

Tyr Arg Met Ser Gly Glu Cys Gin Ser Ala Val Ser lie Ala Val Val 
450 455 460 

Ser Gly Ser Thr Ser Thr Gly Gly lie Ser Gly Gly Leu Gly Ser Gly 
465 470 475 480 

Ser Gly Phe Gly Leu Ser Ser Gly Phe Gly Ser Gly Ser Gly Ser Gly 
485 490 495 

Phe Gly Phe Gly Gly Ser Val Ser Gly Ser Ser Ser Ser Lys lie lie 
500 505 510 

Ser Thr Thr Thr Leu Asn Lys Arg Arg 
515 520 



<210> 11 
<211> 1113 
<212> DNA 

<213> Homo sapiens 
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<400> 11 

gaaaatgaaa acatgagtga gtgcggagat 
tgaacacctc acatgctgca aggcagggtg 
tgacgatggg tcacattttc tcatcagtct 
ctgtcctagc gttcgtgtag aaggagatcg 
aatcacaggt ttggacctga tggatttgtt 
gaatggagct cagagttcct atgtacggat 
ggatgtgttc ccccaaggtt tacctgatga 
gaaaacctct cggaaggaag actggtatat 
acaggtctcc atccggctgg atggtgaaaa 
catgaaagat gctgtcaggg tggtcttccg 
ggactggcac aagatggccc tgagcatcca 
tgcgctggtg cagacactac ccatcgagga 
tgtgattggc aagcgcctct acgacagtgt 
tgcagcccag gttctcaggc caccggggag 
tccacacctg catgaaccag gtaccaaatc 
cctgactcag aaaactgcca tatttgaacc 
ttcggttatt caaccattcc atcaatcatt 
gccaggcact gtgctctgca ctggggacac 
tggatctggc cgcataaaca attttagaga 



gccagctgcc tctgcatctt ctccaggcat 60 
gggtcttgtg tgctgtcata tttcacaggg 120 
ctgtttcctc ttgctttcct cagatgtgct 180 
ctttaagcac accaatggag gaaccaagga 240 
cagtgtgaag gaaatcttgg ggaagagaga 3 00 
gggatccttc cctgtggtgc aaagtactga 360 
gtacgccttt gtcacaacct tccggttcag 420 
ctggcaggtc atcgaccagt acggcatccc 480 
caaggcagtc gagtacaacg ctgtgggtgc 54 0 
aggttctcgg gtcaatgacc tctttgaccg 600 
ggcccagaac gtctccctgc acattgactg 660 
acgggagaac attgacatcc agggcaagac 720 
gcccattgac gtgagtacca gggggccttc 780 
aagcttggga gctaagtgcc ctcagtgttc 840 
atcaccttgg accgtcttag aaggaaagac 900 
ccaattcacc atcacccatg tattaactca 960 
catcacatat acattgagca cctactatgt 1020 
cggtacccgc aaaagagagc aagactgaca 108 0 
aag 1113 



<210> 12 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Pro Ala Ala Ser Ala Ser Ser Pro Gly lie Glu His Leu Thr Cys 
1 5 10 15 

Cys Lys Ala Gly Trp Gly Leu Val Cys Cys His lie Ser Gin Gly Asp 
20 25 30 

Asp Gly Ser His Phe Leu lie Ser Leu Cys Phe Leu Leu Leu Ser Ser 
35 40 45 

Asp Val Leu Cys Pro Ser Val Arg Val Glu Gly Asp Arg Phe Lys His 
50 55 60 

Thr Asn Gly Gly Thr Lys Glu lie Thr Gly Leu Asp Leu Met Asp Leu 
65 70 75 80 

Phe Ser Val Lys Glu lie Leu Gly Lys Arg Glu Asn Gly Ala Gin Ser 
85 90 95 

Ser Tyr Val Arg Met Gly Ser Phe Pro Val Val Gin Ser Thr Glu Asp 
100 105 110 

Val Phe Pro Gin Gly Leu Pro Asp Glu Tyr Ala Phe Val Thr Thr Phe 
115 120 125 

Arg Phe Arg Lys Thr Ser Arg Lys Glu Asp Trp Tyr lie Trp Gin Val 
130 135 140 

lie Asp Gin Tyr Gly lie Pro Gin Val Ser lie Arg Leu Asp Gly Glu 
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145 150 155 160 

Asn Lys Ala Val Glu Tyr Asn Ala Val Gly Ala Met Lys Asp Ala Val 
165 170 175 

Arg Val Val Phe Arg Gly Ser Arg Val Asn Asp Leu Phe Asp Arg Asp 
180 185 190 

Trp His Lys Met Ala Leu Ser He Gin Ala Gin Asn Val Ser Leu His 
195 200 205 

He Asp Cys Ala Leu Val Gin Thr Leu Pro He Glu Glu Arg Glu Asn 
210 215 220 

He Asp He Gin Gly Lys Thr Val He Gly Lys Arg Leu Tyr Asp Ser 
225 230 235 240 

Val Pro He Asp Val Ser Thr Arg Gly Pro Ser Ala Ala Gin Val Leu 
245 250 255 

Arg Pro Pro Gly Arg Ser Leu Gly Ala Lys Cys Pro Gin Cys Ser Pro 
260 265 270 

His Leu His Glu Pro Gly Thr Lys Ser Ser Pro Trp Thr Val Leu Glu 
275 280 285 

Gly Lys Thr Leu Thr Gin Lys Thr Ala He Phe Glu Pro Gin Phe Thr 
290 295 300 

He Thr His Val Leu Thr His Ser Val He Gin Pro Phe His Gin Ser 
305 310 315 320 

Phe He Thr Tyr Thr Leu Ser Thr Tyr Tyr Val . Pro Gly Thr Val Leu 
325 330 335 

Cys Thr Gly Asp Thr Gly Thr Arg Lys Arg Glu Gin Asp 
340 345 



<210> 13 

<211> 395 

<212> DNA 

<213> Homo sapiens 



<400> 13 

acatcaactc 

gggtgtcccc 

gcctcaatta 

gccaggtggt 

ttaacagtct 

accaggacaa 

actaagactt 



tctggtcctt 
tgccatgctt 
tgagaaaaaa 
cacagggaca 
ccctcatgaa 
gctgctgtat 
aaaacaattc 



tctgccctgt 
gccactgaag 
atcaagaagt 
aacttccacg 
aacaagccct 
ttctaagtcc 
tctgtttgaa 



cccctcccac 
agacccagga 
tccctatttt 
ttgctgataa 
tgacctcatc 
tgattttgaa 
gccac 



tgctaccacg 
cgttgctaac 
taaggctgtg 
catcgtatac 
tgactaccag 
gaaggccctt 



atgacgtgtg 60 
caggtgaaga 12 0 
gtattcaaga 180 
ttccaagtat 240 
cccaaggcca 300 
cattcatatg 360 
395 



<210> 14 
<211> 91 
<212> PRT 
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<213> Homo sapiens 



<400> 14 

Met Thr Cys Gly Val Ser Pro Ala 
1 5 

Asp Val Ala Asn Gin Val Lys Ser 
20 

Lys Phe Pro lie Phe Lys Ala Val 
35 40 

Gly Thr Asn Phe His Val Ala Asp 
50 55 

Asn Ser Leu Pro His Glu Asn Lys 
65 70 

Pro Lys Ala Asn Gin Asp Lys Leu 
85 



Met Leu Ala Thr Glu Glu Thr Gin 
10 15 

Leu Asn Tyr Glu Lys Lys lie Lys 
25 30 

Val Phe Lys Ser Gin Val Val Thr 
45 

Asn lie Val Tyr Phe Gin Val Phe 
60 

Pro Leu Thr Ser Ser Asp Tyr Gin 
75 80 

Leu Tyr Phe 
90 



<210> 15 
<211> 1152 
<212> DNA 

<213> Homo sapiens 
<400> 15 

.cgccatggag gccgctagcc tttcagtggc 
cgagaccagc agcggacccg ggaccccaag 
cggcgccgtc ctgccgggcc gagggccgcc 
gctgctagtg ctgctgatcg ctgccacttt 
cccgcgggtc cgtgccttcc accgcgtgcc 
ggacgaacta gtggcagcgc tggcgatgcc 
gcgacgtcgg ctgctgggcc ggagcctgtg 
ctgtctgtgc tgccccgccg gcctcgggaa 
ggccatcaca cggcacctgc agcacacgct 
gatcgcgctc gcccgggtgc cgtcggcgct 
gggcgaggtg tgcgacgctc ggctccagcg 
cgccttctcc acccgcggcg ccttccacct 
gaagatctac gaggcggcca agtttcgttt 
gccggccacc atgcaggtga ggtccaaggt 
gttcacggca cattgcaaag caacggtgtc 
gcagaaggag aggcgagcag ccatgatggt 
ctggatcccc ttcttcctga cggaactcat 
catctggaaa agcatatttc tgtggcttgg 
ttacacagct tttaacaaga actacaacaa 
atgaacacag gg 



caccgccggc gttgcccttg ccctgggacc 60 
cccgagaggg atactcggtt cgaccccgag 12 0 
cttctctgtc ttcacggtcc tggtggtgac 180 
cctgtggaac ctgctggttc cggtcaccat 240 
gcataacttg gtggcctcga cggccgtctc 300 
accgagcctg gcgagtgagc tgtcgaccgg 360 
ccacgtgtgg atctccttcg acgccggagc 420 
cgtggcggcc atcgccctgg gccgcgacgg 48 0 
gcgcacccgc agccgcgcct cgttgctcat 54 0 
catcgccctc gcgccgctgc tctttggccg 600 
ctgccaggtg agccgggaac cctcctatgc 660 
gccgcttggc gtggtgccgt ttgtctaccg 72 0 
cggccgccgc cggagagctg tgctgccgtt 78 0 
aaaggaagca cctgatgagg ctgaagtggt 84 0 
cttccaggtg agcggggact cctggcggga 900 
gggaattctg attggcgtgt ttgtgctgtg 960 
cagcccactc tgtgcctgca gcctgccccc 1020 
ctactccaat tctttcttca accccctgat 1080 
tgccttcaag agcctcttta ctaagcagag 1140 

1152 



<210> 16 
<211> 379 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Glu Ala Ala Ser Leu Ser Val Ala Thr Ala Gly Val Ala Leu Ala 
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15 10 15 

Leu Gly Pro Glu Thr Ser Ser Gly Pro Gly Thr Pro Ser Pro Arg Gly 
20 25 30 

lie Leu Gly Ser Thr Pro Ser Gly Ala Val Leu Pro Gly Arg Gly Pro 
35 40 45 

Pro Phe Ser Val Phe Thr Val Leu Val Val Thr Leu Leu Val Leu Leu 
50 55 60 

lie Ala Ala Thr Phe Leu Trp Asn Leu Leu Val Pro Val Thr lie Pro 
65 70 75 80 

Arg Val Arg Ala Phe His Arg Val Pro His Asn Leu Val Ala Ser Thr 
85 90 95 

Ala Val Ser Asp Glu Leu Val Ala Ala Leu Ala Met Pro Pro Ser Leu 
100 105 110 

Ala Ser Glu Leu Ser Thr Gly Arg Arg Arg Leu Leu Gly Arg Ser Leu 
115 120 125 

Cys His Val Trp lie Ser Phe Asp Ala Gly Ala Cys Leu Cys Cys Pro 
130 135 140 

Ala Gly Leu Gly Asn Val Ala Ala lie Ala Leu Gly Arg Asp Gly Ala 
145 150 155 160 

lie Thr Arg His Leu Gin His Thr Leu Arg Thr Arg Ser Arg Ala Ser 
165 170 175 

Leu Leu Met lie Ala Leu Ala Arg Val Pro Ser Ala Leu lie Ala Leu 
180 185 190 

Ala Pro Leu Leu Phe Gly Arg Gly Glu Val Cys Asp Ala Arg Leu Gin 
195 200 205 

Arg Cys Gin Val Ser Arg Glu Pro Ser Tyr Ala Ala Phe Ser Thr Arg 
210 215 220 

Gly Ala Phe His Leu Pro Leu Gly Val Val Pro Phe Val Tyr Arg Lys 
225 230 235 240 

lie Tyr Glu Ala Ala Lys Phe Arg Phe Gly Arg Arg Arg Arg Ala Val 
245 250 255 

Leu Pro Leu Pro Ala Thr Met Gin Val Arg Ser Lys Val Lys Glu Ala 
260 265 270 

Pro Asp Glu Ala Glu Val Val Phe Thr Ala His Cys Lys Ala Thr Val 
275 280 285 

Ser Phe Gin Val Ser Gly Asp Ser Trp Arg Glu Gin Lys Glu Arg Arg 
290 295 300 

Ala Ala Met Met Val Gly lie Leu lie Gly Val Phe Val Leu Cys Trp 
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305 



310 



315 



320 



lie Pro Phe Phe 



Leu Pro Pro lie 
340 

Ser Phe Phe Asn 
355 

Asn Ala Phe Lys 
370 



Leu Thr Glu Leu 
325 

Trp Lys Ser lie 



Pro Leu lie Tyr 
360 

Ser Leu Phe Thr 
375 



lie Ser Pro Leu 
330 

Phe Leu Trp Leu 
345 

Thr Ala Phe Asn 
Lys Gin Arg 



Cys Ala Cys Ser 
335 

Gly Tyr Ser Asn 
350 

Lys Asn Tyr Asn 
365 



<210> 17 
<211> 815 
<212> DNA 

<213> Homo sapiens 
<400> 17 

atggtcacag ccatgaatgt ctcacatgaa 
gagctgtcca aggacatgag gccctttttc 
gccctgatct acctggttct catcgctgtg 
ttcaacctgc aagggcctct catcctctgg 
9999 ca 9tga ggatgtgggg cattatgggg 
accgtgtgct tcatcaactt catcgataat 
cttctcagca aggtcataga actcggtgac 
ctcatcttta ttcactggta ccaccacagc 
aagaacaaag tgcctgcagg aggctggttc 
atgtacacct actacactct gaaggctgcc 
ctcatcacca gcctgcagat cttgcagatg 
tacatctgga ggcaggatca gggatgccac 
atcttgtata tgacctattt catcctcttt 
cccaaggtca aagccaagac caagagccag 



gtaaatcagc tgttccagcc ctataacttc 60 
gaggagtatt gggcaacctc attccccata 120 
gggcagaact acatgaagga acgcaagggc 18 0 
tccttctgcc ttgcaatctt cagtatcctg 240 
actgtgctac ttaccggggg cctaaagcaa 300 
tccacagtca aattctggtc ctgggtcttt 360 
acagccttca tcatcctgcg taagcggcca 420 
acagtgctcg tgtacacaag ctttggatac 480 
gtcaccatga actttggtgt tcatgccatc 540 
aacgtgaagc cccccaagat gctgcccatg 600 
tttgtaggag ccatcgtcag catcctcacg 660 
accacgatgg aacacttatt ctggtccttc 720 
gcccacttct tctgccagac ctacatcagg 780 
tgaag 815 



<210> 18 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Val Thr Ala Met Asn Val Ser His Glu Val Asn Gin Leu Phe Gin 
15 10 15 

Pro Tyr Asn Phe Glu Leu Ser Lys Asp Met Arg Pro Phe Phe Glu Glu 
20 25 30 

Tyr Trp Ala Thr Ser Phe Pro lie Ala Leu lie Tyr Leu Val Leu lie 
35 40 45 

Ala Val Gly Gin Asn Tyr Met Lys Glu Arg Lys Gly Phe Asn Leu Gin 
50 55 60 

Gly Pro Leu lie Leu Trp Ser Phe Cys Leu Ala lie Phe Ser lie Leu 
65 70 75 80 
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Gly Ala Val Arg Met Trp Gly He Met Gly Thr Val Leu Leu Thr Gly 
85 90 95 



Gly Leu Lys Gin Thr Val Cys Phe He Asn Phe He Asp Asn Ser Thr 
100 105 110 

Val Lys Phe Trp Ser Trp Val Phe Leu Leu Ser Lys Val He Glu Leu 
115 120 125 

Gly Asp Thr Ala Phe He He Leu Arg Lys Arg Pro Leu He Phe He 
130 135 140 

His Trp Tyr His His Ser Thr Val Leu Val Tyr Thr Ser Phe Gly Tyr 
145 150 155 160 

Lys Asn Lys Val Pro Ala Gly Gly Trp Phe Val Thr Met Asn Phe Gly 
165 170 175 

Val His Ala He Met Tyr Thr Tyr Tyr Thr Leu Lys Ala Ala Asn Val 
180 185 190 

Lys Pro Pro Lys Met Leu Pro Met Leu He Thr Ser Leu Gin He Leu 
195 200 205 

Gin Met Phe Val Gly Ala He Val Ser He Leu Thr Tyr He Trp Arg 
210 215 220 

Gin Asp Gin Gly Cys His Thr Thr Met Glu His Leu Phe Trp Ser Phe 
225 230 235 240 

He Leu Tyr Met Thr Tyr Phe He Leu Phe Ala His Phe Phe Cys Gin 
245 250 255 

Thr Tyr He Arg Pro Lys Val Lys Ala Lys Thr Lys Ser Gin 
260 265 270 



<210> 19 

<211> 815 

<212> DNA 

<213> Homo sapiens 

<400> 19 

atggtcacag ccatgaatgt 
gagctgtcca aggacatgag 
gccctgatct acctggttct 
ttcaacctgc aagggcctct 
ggggcagtga ggatgtgggg 
accgtgtgct tcatcaactt 
cttctcagca aggtcataga 
ctcatcttta ttcactggta 
aagaacaaag tgcctgcagg 
atgtacacct actacactct 
ctcatcacca gcctgcagat 
tacatctgga ggcaggatca 
atcttgtata tgacctattt 



ctcacatgaa gtaaatcagc 
gccctttttc gaggagtatt 
catcgctgtg gggcagaact 
catcctctgg tccttctgcc 
cattatgggg actgtgctac 
catcgataat tccacagtca 
actcggtgac acagccttca 
ccaccacagc acagtgctcg 
aggctggttc gtcaccatga 
gaaggctgcc aacgtgaagc 
cttgcagatg tttgtaggag 
gggatgccac accacgatgg 
catcctcttt gcccacttct 



tgttccagcc ctataacttc 60 
gggcaacctc attccccata 120 
acatgaagga acgcaagggc 180 
ttgcaatctt cagtatcctg 240 
ttaccggggg cctaaagcaa 300 
aattctggtc ctgggtcttt 360 
tcatcctgcg taagcggcca 420 
tgtacacaag ctttggatac 480 
actttggtgt tcatgccatc 540 
cccccaagat gctgcccatg 600 
ccatcgtcag catcctcacg 660 
aacacttatt ctggtccttc 720 
tctgccagac ctacatcagg 780 
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cccaaggtca aagccaagac caagagccag tgaag 



815 



<210> 20 
<211> 270 
<212> PRT 

<213> Homo sapiens 



<400> 20 
Met Val Thr Ala 
1 

Pro Tyr Asn Phe 
20 

Tyr Trp Ala Thr 
35 

Ala Val Gly Gin 
50 

Gly Pro Leu lie 
65 

Gly Ala Val Arg 



Gly Leu Lys Gin 
100 

Val Lys Phe Trp 
115 

Gly Asp Thr Ala 
130 

His Trp Tyr His 
145 

Lys Asn Lys Val 



Val His Ala He 
180 

Lys Pro Pro Lys 
195 

Gin Met Phe Val 
210 

Gin Asp Gin Gly 
225 

He Leu Tyr Met 



Met Asn Val Ser 
5 

Glu Leu Ser Lys 



Ser Phe Pro He 
40 

Asn Tyr Met Lys 
55 

Leu Trp Ser Phe 
70 

Met Trp Gly He 
85 

Thr Val Cys Phe 



Ser Trp Val Phe 
■ 120 

Phe He He Leu 
135 

His Ser Thr Val 
150 

Pro Ala Gly Gly 
165 

Met Tyr Thr Tyr 



Met Leu Pro Met 
200 

Gly Ala He Val 
215 

Cys His Thr Thr 
230 

Thr Tyr Phe He 
245 



His Glu Val Asn 
10 

Asp Met Arg Pro 
25 

Ala Leu He Tyr 



Glu Arg Lys Gly 
60 

Cys Leu Ala He 
75 

Met Gly Thr Val 
90 

He Asn Phe He 
105 

Leu Leu Ser Lys 



Arg Lys Arg Pro 
140 

Leu Val Tyr Thr 
155 

Trp Phe Val Thr 
170 

Tyr Thr Leu Lys 
185 

Leu He Thr Ser 



Ser He Leu Thr 
220 

Met Glu His Leu 
235 

Leu Phe Ala His 
250 



Gin Leu Phe Gin 
15 

Phe Phe Glu Glu 
30 

Leu Val Leu He 
45 

Phe Asn Leu Gin 



Phe Ser He Leu 
80 

Leu Leu Thr Gly 
95 

Asp Asn Ser Thr 
110 

Val He Glu Leu 
125 

Leu He Phe lie 



Ser Phe Gly Tyr 
160 

Met Asn Phe Gly 
175 

Ala Ala Asn Val 
190 

Leu Gin He Leu 
205 

Tyr He Trp Arg 



Phe Trp Ser Phe 
240 

Phe Phe Cys Gin 
255 
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Thr Tyr lie Arg Pro Lys Val Lys Ala Lys Thr Lys Ser Gin 
260 265 270 



<210> 21 

<211> 729 

<212> DNA 

<213> Homo sapiens 

<400> 21 

agccatggcc ggcctccgag 
gagtgggggc ggcggctgcc 
ggtcttcctc ctggacacct 
gtgggtggcc aacctggtgg 
cgtgcgctac agcgaccggc 
ggaggtcaag gcggctgccc 
cgcgctccgc tacatcacgg 
ccgcgcctac aagcaggtgg 
ggacgccgcg gcggcagccc 
ggcactcaag gaggagctgg 
cgtgtccgac ttcaatgcca 
aagtgagtgc gcccgggccc 
acgggaggg 



ggaacgctgt ggctggcctc 
aggctcagcg ggcaggttgc 
cctccagcgt gggcaaggag 
acaccttcga ggtgggcccc 
ccaccacggc cttcgagttg 
ggcgtctcgc ctaccacggg 
cccgcagctt ctccccacac 
ccatcctgct caccgacggc 
accgcgctgg catccgcatc 
aggagatcgc ctcagagccc 
tcgacaagat ccggggcaag 
catgcggccc ctcccaagag 



ctctggatgc tgctgctgtg 60 
aaaagtgtcc actacgatct 120 
gactttgaga aggtccggca 18 0 
gaccgcaccc gtgtgggggt 24 0 
ggactctttg gctcgcagga 300 
ggcaacacca acacgggaga 360 
gccggcggcc gccccaggga 42 0 
cgcagccagg acctggtgct 480 
tttgccgtgg gcgtgggcga 540 
aagtccgccc acgtcttcca 600 
ctgcggcgcc gtctttgtga 660 
tgacgccccc tgctgagccc 720 

729 



<210> 22 
<211> 232 
<212> PRT 

<213> Homo sapiens 



<400> 22 
Met Ala Gly Leu 
1 

Leu Leu Trp Ser 
20 

Lys Ser Val His 
35 

Val Gly Lys Glu 
50 

Val Asp Thr Phe 
65 

Arg Tyr Ser Asp 



Ser Gin Glu Glu 
100 

Gly Asn Thr Asn 
115 

Phe Ser Pro His 
130 



Arg Gly Asn Ala 
5 

Gly Gly Gly Gly 



Tyr Asp Leu Val 
40 

Asp Phe Glu Lys 
55 

Glu Val Gly Pro 
70 

Arg Pro Thr Thr 
85 

Val Lys Ala Ala 



Thr Gly Asp Ala 
120 

Ala Gly Gly Arg 
135 



Val Ala Gly Leu 
10 

Cys Gin Ala Gin 
25 

Phe Leu Leu Asp 



Val Arg Gin Trp 
60 

Asp Arg Thr Arg 
75 

Ala Phe Glu Leu 
90 

Ala Arg Arg Leu 
105 

Leu Arg Tyr lie 



Pro Arg Asp Arg 
140 



Leu Trp Met Leu 
15 

Arg Ala Gly Cys 
30 

Thr Ser Ser Ser 
45 

Val Ala Asn Leu 



Val Gly Val Val 
80 

Gly Leu Phe Gly 
95 

Ala Tyr His Gly 
110 

Thr Ala Arg Ser 
125 

Ala Tyr Lys Gin 
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Val Ala lie Leu 
145 

Ala Ala Ala Ala 



Val Gly Glu Ala 
180 

Lys Ser Ala His 
195 

lie Arg Gly Lys 
210 

Ala Pro Cys Gly 
225 



Leu Thr Asp Gly 
150 

Ala His Arg Ala 
165 

Leu Lys Glu Glu 



Val Phe His Val 
200 

Leu Arg Arg Arg 
215 

Pro Ser Gin Glu 
230 



Arg Ser Gin Asp 
155 

Gly lie Arg lie 
170 

Leu Glu Glu lie 
185 

Ser Asp Phe Asn 



Leu Cys Glu Ser 
220 



Leu Val Leu Asp 
160 

Phe Ala Val Gly 
175 

Ala Ser Glu Pro 
190 

Ala lie Asp Lys 
205 

Glu Cys Ala Arg 



<210> 23 
<211> 682 
<212> DNA 

<213> Homo sapiens 



<400> 23 

catgggcaca 

ttctttctta 

gctcttccat 

tatcacggtg 

tatgtccttg 

gcactttgtt 

ctaccattac 

cacttgctgt 

ctcagatcca 

cctgtatatc 

ctttgcactg 

tgcaactgcc 



agtagcttga 
ctctctctca 
aagctcccct 
gttgccttcc 
ttcattctgc 
tacgaacgga 
cactgggaca 
ggcgtaaatg 
aaagtgaaag 
agaatcatca 
accccaaaca 
ctgtgctggg 



aattatggaa 
ctttcgggat 
ccctcatgcc 
tgggctgcat 
tgccggttat 
agctgaatgt 
acagcaccaa 
gcatgagtga 
ggtgctatgc 
ccatctgtgt 
gccagattga 
ga 



gtatgtcctg 
gtacccgctg 
gggcaatgtg 
aggttctgtc 
cctccttgct 
atacgtagct 
ggcgatgtgg 
ttggtccagc 
aaaagcgaga 
aatatgtgca 
taaaaccagt 



tctttctttc 
atccacaaca 
cttgtcatcg 
aagaaaaaca 
gaggtgatct 
gagggcctga 
gactccatcc 
ggaccgcaag 
ctgtggtttc 
atccaggtgg 
caggccctgg 



ttttctttct 
gtttgggagt 
tggtctccat 
ggtgcctgct 
tggccatcct 
cggacagcat 
agtcattctg 
catcttgccc 
acgccaattt 
tgaggatgtc 
gggtgtgacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

682 



<210> 24 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Gly Thr Ser Ser Leu 
1 5 

Leu Phe Phe Leu Ser Phe Leu Leu 
20 

Leu lie His Asn Ser Leu Gly Val 
35 40 

Met Pro Gly Asn Val Leu Val lie 
50 55 



Lys Tyr Val Leu Ser Phe Phe 
10 15 

Ser Leu Thr Phe Gly Met Tyr Pro 
25 30 

Leu Phe His Lys Leu Pro Ser Leu 
45 

Val Val Ser He He Thr Val Val 
60 



Lys Leu Trp 
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Ala Phe Leu Gly 
65 

Met Ser Leu Phe 



Leu Ala lie Leu 
100 

Ala Glu Gly Leu 
115 

Thr Lys Ala Met 
130 

Val Asn Gly Met 
145 

Ser Asp Pro Lys 



His Ala Asn Phe 
180 

Ala He Gin Val 
195 

He Asp Lys Thr 
210 



Cys He Gly Ser 
70 

He Leu Leu Pro 
85 

His Phe Val Tyr 



Thr Asp Ser He 
120 

Trp Asp Ser He 
135 

Ser Asp Trp Ser 
150 

Val Lys Gly Cys 
165 

Leu Tyr He Arg 



Val Arg Met Ser 
200 

Ser Gin Ala Leu 
215 



Val Lys Lys Asn 
75 

Val He Leu Leu 
90 

Glu Arg Lys Leu 
105 

Tyr His Tyr His 



Gin Ser Phe Cys 
140 

Ser Gly Pro Gin 
155 

Tyr Ala Lys Ala 
170 

He He Thr He 
185 

Phe Ala Leu Thr 



Gly Val 



Arg Cys Leu Leu 
80 

Ala Glu Val He 
95 

Asn Val Tyr Val 
110 

Trp Asp Asn Ser 
125 

Thr Cys Cys Gly 



Ala Ser Cys Pro 
160 

Arg Leu Trp Phe 
175 

Cys Val He Cys 
190 

Pro Asn Ser Gin 
205 



<210> 25 
<211> 1580 
<212> DNA 

<213> Homo sapiens 
<400> 25 

cgtggtgacc ccgggggatg gagccgttcc 
tctgggacaa gatctggccg gcgggcggcg 
accccaacac tgacccagtg cccacgctcc 
tcttccttgc gctctatgac ttcacggcgc 
gggacaggct ctgtgccctc gaagaggggg 
gccagcccag cgccgggctc gtgcccatca 
tctcagacca accgcctgct gtttgcagct 
cacagcagct gctcctctcc ccacccaacg 
agagcagcct cgggggctac tcactgtcag 
gggtctccat ggcagctgat ggcagcctct 
tggaggagct gctcacctac tacaaggcca 
agccctgcat gccccaggtg ggcctgccct 
aggacgtgtg ggagcggcca cactccgaat 
actttgggga ggtgtgggaa ggcctgtggc 
tcaagtcagc caacatgaag ctcactgacc 
tgcggcacga gcggctcatc cggctgcacg 
tcctcacgga actcatgcgc aaggggaacc 
cactcccctc tgcagactct gatgagaaag 
cctggcaggt ggctgagggc atgtgttacc 



tcaggaggcg gctggccttc ctgtccttct 60 
agccggacca tggcaccccc gggtccctgg 12 0 
ccgccgagcc ttgcagcccc ttccctcagc 18 0 
ggtgtggcgg ggagctgagt gtccgccgcg 24 0 
gcggctacat cttcgcacgc aggctttcgg 300 
cccacgtggc caaggcttct cctgagacgc 36 0 
ggtactttag cggggtcagt cggacccagg 420 
aaccaggggc cttcctcatc cggcccagcg 48 0 
tccgggccca ggccaaggtc tgccactacc 540 
acctgcagaa gggacggctc tttcccggcc 600 
actggaagct gatccagaac cccctgctgc 660 
gcccaccctc cctgcagaag gccctgcggc 72 0 
tcgcccttgg gaggaagctg ggtgaaggct 780 
tgggctccct gcccgtggcg atcaaggtca 84 0 
tcgccaagga gatccagaca ctgaagggcc 90 0 
cagtgtgctc gggcggggag cctgtgtaca 960 
tgcaggcctt cctgggcagt ggctctgctc 1020 
tcctgcccgt ttcggagctg ctggacatcg 1080 
tggagtcgca gaattacatc caccgggacc 1140 
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tggccgccag gaacatcctc gtcggggaaa acaccctctg caaagttggg gacttcgggt 1200 
tagccaggct tatcaaggta gggccctcag agggccagga cgacatctac tccccgagca 1260 
gcagctccaa gatcccggtc aagtggacag cgcctgaggc ggccaattat cgtgtcttct 1320 
cccagaagtc agacgtctgg tccttcggcg tcctgctgca cgaggttttc acctatggcc 1380 
agtgtcccta tgaaggtggg atgaccaacc acgagacgct gcagcagatc atgcgagggt 1440 
accggctgcc gcgcccggct gcctgcccga cggaggtcta cttgctcatg ctggagtgct 1500 
ggaggagcag ccccgaggaa cggccctcct tcgccacgct gcgggagaag ctgcacgcca 1560 
tccacagatg ccacccctga 1580 



<210> 26 
<211> 520 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Glu Pro Phe Leu Arg Arg Arg Leu Ala Phe Leu Ser Phe Phe Trp 
15 10 15 

Asp Lys lie Trp Pro Ala Gly Gly Glu Pro Asp His Gly Thr Pro Gly 
20 25 30 

Ser Leu Asp Pro Asn Thr Asp Pro Val Pro Thr Leu Pro Ala Glu Pro 
35 40 45 

Cys Ser Pro Phe Pro Gin Leu Phe Leu Ala Leu Tyr Asp Phe Thr Ala 
50 55 60 

Arg Cys Gly Gly Glu Leu Ser Val Arg Arg Gly Asp Arg Leu Cys Ala 
65 70 75 80 

Leu Glu Glu Gly Gly Gly Tyr lie Phe Ala Arg Arg Leu Ser Gly Gin 
85 90 95 

Pro Ser Ala Gly Leu Val Pro lie Thr His Val Ala Lys Ala Ser Pro 
100 105 110 

Glu Thr Leu Ser Asp Gin Pro Pro Ala Val Cys Ser Trp Tyr Phe Ser 
115 120 125 

Gly Val Ser Arg Thr Gin Ala Gin Gin Leu Leu Leu Ser Pro Pro Asn 
130 135 140 

Glu Pro Gly Ala Phe Leu lie Arg Pro Ser Glu Ser Ser Leu Gly Gly 
145 150 155 160 

Tyr Ser Leu Ser Val Arg Ala Gin Ala Lys Val Cys His Tyr Arg Val 
165 170 175 

Ser Met Ala Ala Asp Gly Ser Leu Tyr Leu Gin Lys Gly Arg Leu Phe 
180 185 190 

Pro Gly Leu Glu Glu Leu Leu Thr Tyr Tyr Lys Ala Asn Trp Lys Leu 
195 200 205 

lie Gin Asn Pro Leu Leu Gin Pro Cys Met Pro Gin Val Gly Leu Pro 
210 215 220 
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Cys Pro Pro Ser Leu Gin Lys Ala Leu Arg Gin Asp Val Trp Glu Arg 
225 230 235 240 



Pro His Ser Glu Phe Ala Leu Gly Arg Lys Leu Gly Glu Gly Tyr Phe 
245 250 255 

Gly Glu Val Trp Glu Gly Leu Trp Leu Gly Ser Leu Pro Val Ala lie 
260 265 270 

Lys Val lie Lys Ser Ala Asn Met Lys Leu Thr Asp Leu Ala Lys Glu 
275 280 285 

lie Gin Thr Leu Lys Gly Leu Arg His Glu Arg Leu lie Arg Leu His 
290 295 300 

Ala Val Cys Ser Gly Gly Glu Pro Val Tyr lie Leu Thr Glu Leu Met 
305 310 315 320 

Arg Lys Gly Asn Leu Gin Ala Phe Leu Gly Ser Gly Ser Ala Pro Leu 
325 330 335 

Pro Ser Ala Asp Ser Asp Glu Lys Val Leu Pro Val Ser Glu Leu Leu 
340 345 350 

Asp lie Ala Trp Gin Val Ala Glu Gly Met Cys Tyr Leu Glu Ser Gin 
355 360 365 

Asn Tyr lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Gly Glu 
370 375 380 

Asn Thr Leu Cys Lys Val Gly Asp Phe Gly Leu Ala Arg Leu lie Lys 
385 390 395 400 

Val Gly Pro Ser Glu Gly Gin Asp Asp lie Tyr Ser Pro Ser Ser Ser 
405 410 415 

Ser Lys lie Pro Val Lys Trp Thr Ala Pro Glu Ala Ala Asn Tyr Arg 
420 425 430 

Val Phe Ser Gin Lys Ser Asp Val Trp Ser Phe Gly Val Leu Leu His 
435 440 445 

Glu Val Phe Thr Tyr Gly Gin Cys Pro Tyr Glu Gly Gly Met Thr Asn 
450 455 460 

His Glu Thr Leu Gin Gin lie Met Arg Gly Tyr Arg Leu Pro Arg Pro 
465 470 475 480 

Ala Ala Cys Pro Thr Glu Val Tyr Leu Leu Met Leu Glu Cys Trp Arg 
485 490 495 

Ser Ser Pro Glu Glu Arg Pro Ser Phe Ala Thr Leu Arg Glu Lys Leu 
500 505 510 

His Ala lie His Arg Cys His Pro 
515 520 
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<210> 27 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 27 

ctgtggtttc acgccaattt cctgta 26 



<210> 28 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 28 

accacctgga ttgcacatat ta 22 



<210> 29 
<211> 257 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 29 

Thr Leu Gly Lys Lys Leu Gly Glu Gly Ala Phe Gly Glu Val Tyr Lys 
15 10 15 

Gly Thr Leu Lys Gly Lys Gly Gly Val Glu Val Glu Val Ala Val Lys 
20 25 30 

Thr Leu Lys Glu Asp Ala Ser Glu Gin Gin lie Glu Glu Phe Leu Arg 
35 40 45 

Glu Ala Arg Leu Met Arg Lys Leu Asp His Pro Asn lie Val Lys Leu 
50 55 60 

Leu Gly Val Cys Thr Glu Glu Glu Pro Leu Met lie Val Met Glu Tyr 
65 70 75 80 

Met Glu Gly Gly Asp Leu Leu Asp Tyr Leu Arg Lys Asn Arg Pro Lys 
85 90 95 

Glu Leu Ser Leu Ser Asp Leu Leu Ser Phe Ala Leu Gin lie Ala Arg 
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100 



105 



110 



Gly Met Glu Tyr 
115 

Ala Arg Asn Cys 
130 

Phe Gly Leu Ala 
145 

Lys Ser Pro Arg 



Asp Gly Lys Phe 
180 

Leu Trp Glu lie 
195 

Asn Glu Glu Val 
210 

Pro Pro Asn Cys 
225 

Ala Glu Asp Pro 



Leu 



Leu Glu Ser Lys 
120 

Leu Val Gly Glu 
135 

Arg Asp Leu Tyr 
150 

Leu Pro lie Arg 
165 

Thr Ser Lys Ser 



Phe Thr Leu Gly 
200 

Leu Glu Tyr Leu 
215 

Pro Asp Glu lie 
230 

Glu Asp Arg Pro 
245 



Asn Phe Val His 



Asn Lys Thr Val 
140 

Asp Asp Asp Tyr 
155 

Trp Met Ala Pro 
170 

Asp Val Trp Ser 
185 

Glu Ser Pro Tyr 



Lys Lys Gly Tyr 
220 

Tyr Asp Leu Met 
235 

Thr Phe Ser Glu 
250 



Arg Asp Leu Ala 
125 

Lys lie Ala Asp 



Tyr Arg Lys Lys 
160 

Glu Ser Leu Lys 
175 

Phe Gly Val Leu 
190 

Pro Gly Met Ser 
205 

Arg Leu Pro Gin 



Leu Gin Cys Trp 
240 

Leu Val Glu Arg 
255 



<210> 30 
<211> 254 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 30 

Tyr Glu Leu Gly Glu Lys Leu Gly Ser Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Lys Gly Lys His Lys Asp Thr Gly Glu lie Val Ala lie Lys lie Leu 
20 25 30 

Lys Lys Arg Ser Leu Ser Glu Lys Lys Lys Arg Phe Leu Arg Glu lie 
35 40 45 

Gin lie Leu Arg Arg Leu Ser His Pro Asn lie Val Arg Leu Leu Gly 
50 55 60 

Val Phe Glu Glu Asp Asp His Leu Tyr Leu Val Met Glu Tyr Met Glu 
65 70 75 80 
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Gly Gly Asp Leu Phe Asp Tyr Leu Arg Arg Asn Gly Leu Leu Leu Ser 
85 90 95 



Glu Lys Glu Ala 
100 

Tyr Leu His Ser 
115 

lie Leu Leu Asp 
130 

Ala Arg Lys Leu 
145 

Gly Thr Pro Glu 



Ser Ser Lys Val 
180 

Leu Thr Gly Lys 
195 

Phe Arg lie Lys 
210 

Cys Ser Glu Glu 
225 

Pro Glu Lys Arg 



Lys Lys lie Ala 



Arg Gly He Val 
120 

Glu Asn Gly Thr 
135 

Glu Ser Ser Ser 
150 

Tyr Met Ala Pro 
165 

Asp Val Trp Ser 



Leu Pro Phe Pro 
200 

Glu Arg Pro Arg 
215 

Leu Lys Asp Leu 
230 

Pro Thr Ala Lys 
245 



Leu Gin He Leu 
105 

His Arg Asp Leu 



Val Lys He Ala 
140 

Tyr Glu Lys Leu 
155 

Glu Val Leu Glu 
170 

Leu Gly Val He 
185 

Gly He Asp Pro 



Leu Arg Leu Pro 
220 

I le Lys Lys Cys 
235 

Glu He Leu Asn 
250 



Arg Gly Leu Glu 
110 

Lys Pro Glu Asn 
125 

Asp Phe Gly Leu 



Thr Thr Phe Val 
160 

Gly Arg Gly Tyr 
175 

Leu Tyr Glu Leu 
190 

Leu Glu Glu Leu 
205 

Leu Pro Pro Asn 



Leu Asn Lys Asp 
240 

His Pro 



<21Ci> 31 
<211> 250 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 31 

Tyr Glu Leu Leu Glu Val Leu Gly Lys Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Leu Ala Arg Asp Lys Lys Thr Gly Lys Leu Val Ala He Lys Val He 
20 25 30 

Lys Lys Glu Lys Leu Lys Lys Lys Lys Arg Glu Arg He Leu Arg Glu 
35 40 45 

He Lys He Leu Lys Lys Leu Asp His Pro Asn He Val Lys Leu Tyr 
50 55 60 
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Asp Val Phe Glu 
65 

Glu Gly Gly Asp 



Glu Asp Glu Ala 
100 

Tyr Leu His Ser 
115 

lie Leu Leu Asp 
130 

Ala Lys Gin Leu 
145 

Thr Pro Glu Tyr 



Lys Ala Val Asp 
180 

Thr Gly Lys Pro 
195 

Lys Lys lie Gly 
210 

lie Ser Pro Glu 
225 

Pro Glu Lys Arg 



Asp Asp Asp Lys 
70 

Leu Phe Asp Leu 
85 

Arg Phe Tyr Ala 



Gin Gly lie lie 
120 

Ser Asp Gly His 
135 

Asp Ser Gly Gly 
150 

Met Ala Pro Glu 
165 

lie Trp Ser Leu 



Pro Phe Pro Gly 
200 

Lys Pro Pro Pro 
215 

Ala Lys Asp Leu 
230 

Leu Thr Ala Glu 
245 



Leu Tyr Leu Val 
75 

Leu Lys Lys Arg 
90 

Arg Gin lie Leu 
105 

His Arg Asp Leu 



Val Lys Leu Ala 
140 

Thr Leu Leu Thr 
155 

Val Leu Leu Gly 
170 

Gly Val lie Leu 
185 

Asp Asp Gin Leu 



Pro Phe Pro Pro 
220 

lie Lys Lys Leu 
235 

Glu Ala 
250 



Met Glu Tyr Cys 
80 

Gly Arg Leu Ser 
95 

Ser Ala Leu Glu 
110 

Lys Pro Glu Asn 
125 

Asp Phe Gly Leu 



Thr Phe Val Gly 
160 

Lys Gly Tyr Gly 
175 

Tyr Glu Leu Leu 
190 

Leu Ala Leu Phe 
205 

Pro Glu Trp Lys 



Leu Val Lys Asp 
240 



<210> 32 
<211> 312 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 32 

Asn Glu Lys Glu Gin Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr 
15 10 15 

lie Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Lys Glu Leu Glu Val 
20 25 30 

Lys lie Glu Glu Leu Arg Gin Lys Gin Ala Pro Ser Val Ser Arg Leu 
35 40 45 

Tyr Ser Leu Tyr Glu Thr Glu lie Glu Glu Leu Arg Arg Gin lie Asp 
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50 



55 



60 



Gin Leu Thr Asn Glu Arg Ala Arg Leu Gin Leu Glu lie Asp Asn Leu 
65 70 75 80 

Arg Glu Ala Ala Glu Asp Phe Arg Lys Lys Tyr Glu Asp Glu lie Asn 
85 90 95 

Leu Arg Gin Glu Ala Glu Asn Asp Leu Val Gly Leu Arg Lys Asp Leu 
100 105 110 

Asp Glu Ala Thr Leu Ala Arg Val Asp Leu Glu Asn Lys Val Glu Ser 
115 120 125 

Leu Gin Glu Glu Leu Glu Phe Leu Lys Lys Asn His Glu Glu Glu Val 
130 135 140 

Lys Glu Leu Gin Ala Gin lie Gin Asp Thr Val Asn Val Glu Met Asp 
145 150 155 160 

Ala Ala Arg Lys Leu Asp Leu Thr Lys Ala Leu Arg Glu lie Arg Ala 
165 170 175 

Gin Tyr Glu Glu lie Ala Lys Lys Asn Arg Gin Glu Ala Glu Glu Trp 
180 185 190 

Tyr Lys Ser Lys Leu Glu Glu Leu Gin Thr Ala Ala Ala Arg Asn Gly 
195 200 205 

Glu Ala Leu Arg Ser Ala Lys Glu Glu lie Thr Glu Leu Arg Arg Gin 
210 215 220 

lie Gin Ser Leu Glu lie Glu Leu Gin Ser Leu Lys Ala Gin Asn Ala 
225 230 235 240 

Ser Leu Glu Arg Gin Leu Ala Glu Leu Glu Glu Arg Tyr Glu Leu Glu 
245 250 255 

Leu Arg Gin Tyr Gin Ala Leu lie Ser Gin Leu Glu Glu Glu Leu Gin 
260 265 270 

Gin Leu Arg Glu Glu Met Ala Arg Gin Leu Arg Glu Tyr Gin Glu Leu 
275 280 285 

Leu Asp Val Lys Leu Ala Leu Asp lie Glu lie Ala Thr Tyr Arg Lys 
290 295 300 

Leu Leu Glu Gly Glu Glu Ser Arg 
305 310 



<2X0> 33 
<211> 336 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence : Consensus 
sequence 



<400> 33 
Glu Lys Lys Ala 
1 

Lys Leu Asp Glu 
20 

Ser Arg Leu Gin 
35 

Ala Glu Ala Gin 
50 

Ser Gin Leu Glu 
65 

Arg Ala Asn Leu 



Ser Leu Arg Glu 
100 

Glu Arg Gin Leu 
115 

Lys Phe Glu Ser 
130 

Lys Lys Lys Leu 
145 

Ala Ala Asn Ala 



Gin Ser Glu Leu 
180 

Ala Ala Ser Glu 
195 

Ala Glu Trp Lys 
210 

Ala Gin Arg Glu 
225 

Asn Glu Leu Glu 



Asn Lys Asn Leu 
260 

Glu Gly Gly Arg 
275 



Lys Gin Leu Glu 
5 

Leu Gin Arg Gin 



Ser Glu Asn Ser 
40 

Val Ser Asn Leu 
55 

Glu Ala Lys Arg 
70 

Gin Ala Gin Leu 
85 

Gin Leu Glu Glu 



Ser Lys Ala Asn 
120 

Glu Gly Ala Leu 
135 

Asn Gin Lys lie 
150 

Lys Cys Asp Ser 
165 

Glu Asp Leu Gin 



Leu Glu Lys Lys 
200 

Arg Lys Val Asp 
215 

Ala Arg Asn Leu 
230 

Glu Leu Lys Asp 
245 

Gin Asp Glu lie 



Asn Val His Glu 
280 



Ser Gin Leu Ser 
10 

Leu Asn Asp Leu 
25 

Asp Leu Thr Arg 



Ser Lys Leu Lys 
60 

Ser Leu Glu Glu 
75 

Arg Gin Leu Glu 
90 

Glu Ser Glu Ala 
105 

Ala Glu lie Gin 



Arg Ala Glu Glu 
140 

Ser Glu Leu Glu 
155 

Leu Glu Lys Thr 
170 

lie Glu Leu Glu 
185 

Gin Lys Asn Phe 



Glu Leu Gin Ala 
220 

Ser Thr Glu Leu 
235 

Gin Val Glu Ala 
250 

His Asp Leu Thr 
265 

Leu Glu Lys Ala 



Glu Leu Gin Val 
15 

Thr Ser Gin Lys 
30 

Gin Leu Glu Glu 
45 

Ser Gin Leu Glu 



Glu Ser Arg Glu 
80 

His Asp Leu Asp 
95 

Lys Ala Glu Leu 
110 

Gin Trp Arg Ser 
125 

Leu Glu Glu Leu 



Glu Ala Ala Glu 
160 

Lys Ser Arg Leu 
175 

Arg Ala Asn Ala 
190 

Asp Lys lie Leu 
205 

Glu Leu Asp Thr 



Phe Arg Leu Lys 
240 

Leu Arg Arg Glu 
255 

Asp Gin Leu Gly 
270 

Arg Arg Arg Leu 
285 
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Glu Ala Glu Lys Asp Glu Leu Gin Ala Ala Leu Glu Glu Ala Glu Ala 
290 295 300 



Ala Leu Glu Leu Glu Glu Ser Lys Val Leu Arg Ala Gin Val Glu Leu 
305 310 315 320 

Ser Gin lie Arg Ser Glu lie Glu Arg Arg Leu Ala Glu Lys Glu Glu 
325 330 335 



<210> 34 
<211> 76 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 34 

Lys Phe Leu Lys Ser Pro Lys Lys Glu Phe Arg Lys lie Leu Asp Leu 
15 10 15 

Leu Gin Arg Tyr Ala Leu lie His Pro Asn Val Ser Phe Ser Leu Thr 
20 25 30 

Lys Glu Gly Lys Ala Leu Leu Gin Leu Lys Thr Ser Pro Ser Ser Leu 
35 40 45 

Lys Glu Arg lie Arg Ser Val Phe Gly Thr Ala Val Leu Lys Asn Leu 
50 55 60 

lie Pro Phe Glu Glu Lys Asp Gly Asp Phe Arg lie 
65 70 75 



<210> 35 
<211> 55 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 35 

Gly Gly Leu Ser Pro Ala Asp Asp Asn Glu Asn Asp Pro Glu Val Gin 
15 10 15 

Glu Ala Ala Asp Phe Ala Val Ala Glu Tyr Asn Glu Lys Ser Asp Gly 
20 25 30 

Tyr Lys Phe Glu Leu Val Glu Val Val Arg Ala Lys Ser Gin Val Val 
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35 



40 



45 



Ala Gly Thr Leu Thr Asn Tyr 
50 55 



<210> 36 
<211> 253 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 36 

Asn Leu Leu Val lie Leu Val lie Leu Arg Thr Lys Lys Leu Arg Thr 
15 10 15 

Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu Phe 
20 25 30 

Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly Asp 
35 40 45 

Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe Val 
50 55 60 

Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie Asp 
65 70 75 80 

Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg Thr 
85 90 95 

Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala Leu 
100 105 110 

Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val Glu 
115 120 125 

Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro Glu Glu Ser Val 
130 135 140 

Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu Pro 
145 150 155 160 

Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu Arg 
165 170 175 

Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser Glu 
180 185 190 

Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val Leu 
195 200 205 

Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys Leu 
210 215 220 
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Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu Trp 
225 230 235 240 



Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
245 250 



<210> 37 
<211> 269 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 37 

Gin Val Val Thr Tyr Ser Thr Val Tyr Arg Phe Pro Gly Lys Gin Phe 
15 10 15 

Glu Phe lie Tyr Gly Lys Thr lie Leu Phe Glu Ser Tyr His Ala lie 
20 25 30 

Lys lie lie Asn Arg Tyr Tyr lie lie lie Phe Gly Gly Gin Gin lie 
35 40 45 

Met Glu Lys Tyr Lys Pro Phe Lys Leu Lys Thr Pro Leu Gin Val His 
50 55 60 

Asn Leu Phe Leu Thr Ser Phe Ser lie Leu Leu Leu Leu Leu Met Val 
65 70 75 80 

Glu Gin Leu Val Pro Ser Val Tyr Ala Glu Gly Leu Tyr Phe Ser He 
85 90 95 

Cys Asn Ser Glu Ala Trp Thr Gin Val Leu Val Thr Leu Tyr Tyr Leu 
100 105 110 

Asn Tyr Met Ser Lys Phe Val Glu Leu He Asp Thr Val Phe He Val 
115 120 125 

Leu Arg Lys Arg Lys Leu He Phe Leu His Thr Tyr His His Gly Ala 
130 135 140 

Thr Ala Leu Leu Cys Tyr His Gin Leu Lys Gly His Thr Ala Val Gly 
145 150 155 160 

Trp Val Pro He Leu Leu Asn Leu Gly Val His Val Leu Met Tyr Trp 
165 170 175 

Tyr Tyr Phe Leu Ser Ala Leu Gly He Arg Val Trp Trp Lys Met Trp 
180 185 190 

Val Thr Arg Leu Gin He He Gin Phe Leu Leu Asp Val He Phe He 
195 200 205 
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Tyr Phe Ala Val Tyr Gin Lys Lys 
210 215 

Pro Asn Cys Gly Asp Cys Gin Gly 
225 230 

Phe Ala lie Tyr Thr Ser Tyr Leu 
245 

His Ala Tyr Lys Lys Lys Ser Asn 
260 



Val His Gly Tyr Leu Pro lie Leu 
220 

Ser Trp Ala Ala Leu Ala Leu Gly 
235 240 

Leu Leu Phe He Ser Phe Tyr He 
250 255 

Lys Thr Val Lys Lys 
265 



<210> 38 
<211> 176 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 38 

Asp He Val Phe Leu Leu Asp Gly Ser Gly Ser He Gly Pro Gin Asn 
15 10 15 

Phe Glu Arg Val Lys Asp Phe Val Glu Arg Val Val Glu Arg Leu Asp 
20 25 30 

He Gly Pro Asp Lys Val Arg Val Gly Leu Val Gin Tyr Ser Asp Asn 
35 40 45 

Val Arg Thr Glu Phe Lys Leu Asn Asp Tyr Gin Asn Lys Asp Glu Val 
50 55 60 

Leu Gin Ala Leu Arg Lys He Gin Tyr Tyr Gly Gly Gly Gly Thr Asn 
65 70 75 80 

Thr Gly Thr Ala Leu Gin Tyr Val Val Arg Asn Leu Phe Thr Glu Ala 
85 90 95 

Ser Gly Ser Arg Glu Gly Ala Pro Lys Val Leu Val Val Leu Thr Asp 
100 105 110 

Gly Arg Ser Gin Asp Asp Pro He Arg Asp Val Leu Asn Glu Leu Lys 
115 120 125 

Lys Ala Gly Val Asn Val Phe Ala He Gly Val Gly Asn Ala Asp Asn 
130 135 140 

Val Glu Glu Leu Arg Glu He Ala Ser Lys Pro Asp Glu Gin His Val 
145 * 150 155 160 

Phe Lys Val Ser Asp Phe Glu Ala Leu Asp Thr Leu Gin Glu Leu Leu 
165 170 175 
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<210> 39 
<211> 166 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 

<400> 39 

Ser Ser Phe Ser Glu Leu Leu Gly Ser Leu Ser Ser Leu Val Ala Ala 
15 10 15 

Tyr Val Leu lie Ala Val Gly Ala lie Leu Phe Leu Val Gly Phe Leu 
20 25 30 

Gly Cys Cys Gly Ala lie Arg Glu Ser Arg Cys Leu Leu Gly Leu Tyr 
35 40 45 

Phe Val Phe Leu Leu Leu lie Phe lie Leu Glu Val Ala Ala Gly lie 
50 55 60 



Leu Ala Phe Val 
65 

Leu Lys Asn Ala 



Asn Ala Trp Asp 
100 

Gly Tyr Thr Asp 
115 

Phe Ser Cys Cys 
130 

Glu Asp Thr lie 
145 



Phe Arg Asp Lys 
70 

lie Lys Asn Tyr 
85 

Lys Leu Gin Glu 



Trp Phe Asp Ser 
120 

Asn Pro Ser Val 
135 

Tyr Gin Glu Gly 
150 



Leu Glu Ser Ser 
75 

Tyr Asp Thr Asp 
90 

Gin Phe Lys Cys 
105 

Gin Trp Phe Ser 



Ser Cy s Asn Ser 
140 

Cys Leu Glu Lys 
155 



Leu Asn Glu Ser 
80 

Pro Asp Glu Arg 
95 

Cys Gly Val Asn 
110 

Asn Gly Val Pro 
125 

Ala Gin Asp Glu 



Leu Leu Glu Trp 
160 



Leu Glu Glu Asn Leu Leu 
165 



<210> 40 
<211> 256 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 



<400> 40 
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Leu Gly Lys Lys 
1 

Thr Leu Lys Gly 
20 

Leu Lys Glu Asp 
35 

Ala Arg Leu Met 
50 

Gly Val Cys Thr 
65 

Glu Gly Gly Asp 



Leu Ser Leu Ser 
100 

Met Glu Tyr Leu 
115 

Arg Asn Cys Leu 
130 

Gly Leu Ala Arg 
145 

Ser Pro Arg Leu 



Gly Lys Phe Thr 
180 

Trp Glu He Phe 
195 

Glu Glu Val Leu 
210 

Pro Asn Cys Pro 
225 

Glu Asp Pro Glu 



Leu Gly Glu Gly 
5 

Lys Gly Gly Val 



Ala Ser Glu Gin 
40 

Arg Lys Leu Asp 
55 

Glu Glu Glu Pro 
70 

Leu Leu Asp Tyr 
85 

Asp Leu Leu Ser 



Glu Ser Lys Asn 
120 

Val Gly Glu Asn 
135 

Asp Leu Tyr Asp 
150 

Pro He Arg Trp 
165 

Ser Lys Ser Asp 



Thr Leu Gly Glu 
200 

Glu Tyr Leu Lys 
215 

Asp Glu He Tyr 
230 

Asp Arg Pro Thr 
245 



Ala Phe Gly Glu 
10 

Glu Val Glu Val 
25 

Gin He Glu Glu 



His Pro Asn He 
60 

Leu Met He Val 
75 

Leu Arg Lys Asn 
90 

Phe Ala Leu Gin 
105 

Phe Val His Arg 



Lys Thr Val Lys 
140 

Asp Asp Tyr Tyr 
155 

Met Ala Pro Glu 
170 

Val Trp Ser Phe 
185 

Ser Pro Tyr Pro 



Lys Gly Tyr Arg 
220 

Asp Leu Met Leu 
235 

Phe Ser Glu Leu 
250 



Val Tyr Lys Gly 
15 

Ala Val Lys Thr 
30 

Phe Leu Arg Glu 
45 

Val Lys Leu Leu 



Met Glu Tyr Met 
80 

Arg Pro Lys Glu 
95 

He Ala Arg Gly 
110 

Asp Leu Ala Ala 
125 

He Ala Asp Phe 



Arg Lys Lys Lys 
160 

Ser Leu Lys Asp 
175 

Gly Val Leu Leu 
190 

Gly Met Ser Asn 
205 

Leu Pro Gin Pro 



Gin Cys Trp Ala 
240 

Val Glu Arg Leu 
255 



<210> 41 
<211> 252 
<212> PRT 

<213> Artificial Sequence 



37 



<220> 

<223> Description of Artificial Sequence : Consensus 
sequence 



<400> 41 
Tyr Glu Leu Gly 
1 

Lys Gly Lys His 
20 

Lys Lys Arg Ser 
35 

Gin lie Leu Arg 
50 

Val Phe Glu Glu 
65 

Gly Gly Asp Leu 



Glu Lys Glu Ala 
100 

Tyr Leu His Ser 
115 

lie Leu Leu Asp 
130 

Ala Arg Lys Leu 
145 

Gly Thr Pro Glu 



Ser Ser Lys Val 
180 

Leu Thr Gly Lys 
195 

Phe Arg lie Lys 
210 . 

Cys Ser Glu Glu 
225 

Pro Glu Lys Arg 



Glu Lys Leu Gly 
5 

Lys Asp Thr Gly 



Leu Ser Glu Lys 
40 

Arg Leu Ser His 
55 

Asp Asp His Leu 
70 

Phe Asp Tyr Leu 
85 

Lys Lys lie Ala 



Arg Gly lie Val 
120 

Glu Asn Gly Thr 

135 

Glu Ser Ser Ser 
150 

Tyr Met Ala Pro 
165 

Asp Val Trp Ser 



Leu Pro Phe Pro 
200 

Glu Arg Pro Arg 
215 

Leu Lys Asp Leu 
230 

Pro Thr Ala Lys 
245 



Ser Gly Ala Phe 
10 

Glu He Val Ala 
25 

Lys Lys Arg Phe 



Pro Asn He Val 
60 

Tyr Leu Val Met 
75 

Arg Arg Asn Gly 
90 

Leu Gin He Leu 
105 

His Arg Asp Leu 



Val Lys He Ala 
140 

Tyr Glu Lys Leu 
155 

Glu Val Leu Glu 
170 

Leu Gly Val He 
185 

Gly He Asp Pro 



Leu Arg Leu Pro 
220 

He Lys Lys Cys 
235 

Glu He Leu Asn 
250 



Gly Lys Val Tyr 
15 

He Lys He Leu 
30 

Leu Arg Glu He 
45 

Arg Leu Leu Gly 



Glu Tyr Met Glu 
80 

Leu Leu Leu Ser 
95 

Arg Gly Leu Glu 
110 

Lys Pro Glu Asn 
125 

Asp Phe Gly Leu 



Thr Thr Phe Val 
160 

Gly Arg Gly Tyr 
175 

Leu Tyr Glu Leu 
190 

Leu Glu Glu Leu 
205 

Leu Pro Pro Asn 



Leu Asn Lys Asp 
240 



<210> 42 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 42 

ccctgtgggg ccggctgcat ct 

<210> 43 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 43 

agctcaggtc gggttctcgt agctggtgaa 

<210> 44 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 44 

aagctgctca tcttcaacac ataccag 

<210> 45 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 45 

gcctgcaggt ccctgtcac 

<210> 46 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 
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<400> 46 

atggtcacag ccatgaatgt ctcacat 

<210> 47 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 47 

cttcactggc tcttggtctt ggcttt 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 48 

ctgcagtccc agatctcaga 

<210> 49 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 49 

gtctgtggtg ctgtccatgg acaac 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 50 

tactgtgcct tgacctcagc 
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<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 51 

ccctgtggtg caaagtactg 20 



<210> 52 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 52 

ccccaaggtt tacctgatga gtacg 25 



<210> 53 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 53 

cggaaggttg tgacaaagg 19 



<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 54 

tggtcacagg gacaaacttc 



Sequence : oligonucleotide 



20 



<210> 55 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 55 

cgttgctgat aacatcgtat acttcca 

<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 56 

ggtcaagggc ttgttttcat 



<210> 57 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 57 

atctcagcat ccttggtacc tt 



<210> 58 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 58 

caactctctg gtcctttctg ccctgt 

<210> 59 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 59 
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acacgtcatc gtggtagca 



<210> 60 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 60 

cccctgattt acacagcttt ta 



<210> 61 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 61 

acaacaatgc cttcaagagc ctcttt 



<210> 62 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 62 

ccctgtgttc atctctgctt ag 



<210> 63 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 63 

cccctgattt acacagcttt ta 

<210> 64 
<211> 26 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 64 

acaacaatgc cttcaagagc ctcttt 

<210> 65 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 65 

ccctgtgttc atctctgctt ag 



<210> 66 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 66 

cccctgattt acacagcttt ta 

<210> 67 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 67 

acaacaatgc cttcaagagc ctcttt 

<210> 68 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
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primer 



<400> 68 

ccctgtgttc atctctgctt ag 

<210> 69 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 69 

gtaagcggcc actcatcttt at 



<210> 70 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 70 

cagcacagtg ctcgtgtaca caagct 

<210> 71 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 71 

gcaggcactt tgttcttgta tc 



<210> 72 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 72 

aaggaggagc tggaggagat 
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<210> 73 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 73 

aagtccgccc acgtcttcca cgt 

<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 74 

atcttgtcga tggcattgaa 



<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 75 

gtgaaagggt gctatgcaaa 

<210> 76 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 76 

ctgtggtttc acgccaattt cctgta 

<210> 77 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 77 

ccacctggat tgcacatatt a 21 



<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 78 

acatcctcac ggaactcatg 20 



<210> 79 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 79 

agtggctctg ctccactccc ctct 24 



<210> 80 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 80 

Gly Gly Cys Ala Gly Gly Ala Cys Thr Thr Thr Cys Thr Cys Ala Thr 
1 -5 10 15 

Cys Ala Gly Ala Gly Thr 
20 



<210> 81 
<211> 451 
<212> PRT 

<213> Homo sapiens 
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<400> 81 
Met Val Ser Arg 
1 

Trp Asp Phe Lys 
20 

Asp Val Phe His 
35 

Leu Leu Asp Glu 
50 

Asn Tyr Leu Ala 
65 

Gly Cys lie Ser 



Asn Ala Thr Gly 
100 

Asp Tyr Val Leu 
115 

lie Trp Arg Arg 
130 

Phe Leu Ser Leu 
145 

Ser His Gly Leu 



Pro Leu Pro His 
180 

Leu Cys Arg Lys 
195 

Leu Trp Lys Asp 
210 

Asn Leu Leu His 
225 

Lys Leu Arg His 



Gly Asp Pro Val 
260 

Leu Glu Leu Leu 
275 

Leu Leu Asp lie 
290 



Asp Gin Ala His 
5 

Ser Arg Thr Asp 



Val Ala Arg Lys 
40 

Ala Gly Gly Ala 
55 

Glu Arg Glu Thr 
70 

Arg Ser Glu Ala 
85 

Ala Phe Leu lie 



Ser Val Arg Asp 
120 

Ala Gly Gly Arg 
135 

Pro Glu Leu Val 
150 

Arg Leu Ala Ala 
165 

Trp Asp Asp Trp 



Leu Gly Ser Gly 
200 

Arg Val Gin Val 
215 

Gin Gin Met Leu 
230 

Lys His lie Leu 
245 

Tyr lie lie Thr 



Arg Asp Ser Asp 
280 

Ala Trp Gin Val 
295 



Leu Gly Pro Lys 
10 

Glu Glu Leu Ser 
25 

Glu Glu Gin Trp 



Val Ala Gin Gly 
60 

Val Glu Ser Glu 
75 

Val Arg Arg Leu 
90 

Arg Val Ser Glu 
105 

Thr Gin Ala Val 



Leu His Leu Asn 
140 

Asn Tyr His Arg 
155 

Pro Cys Arg Lys 
170 

Glu Arg Pro Arg 
185 

Tyr Phe Gly Glu 



Ala lie Lys Val 
220 

Gin Ser Glu lie 
235 

Ala Leu Tyr Ala 
250 

Glu Leu Met Ala 
265 

Glu Lys Val Leu 



Ala Glu Gly Met 
300 



Tyr Val Gly Leu 
15 

Phe Arg Ala Gly 
30 

Trp Trp Ala Thr 
45 

Tyr Val Pro His 



Pro Trp Phe Phe 
80 

Gin Ala Glu Gly 
95 

Lys Pro Ser Ala 
110 

Arg His Tyr Lys 
125 

Glu Ala Val Ser 



Ala Gin Ser Leu 
160 

His Glu Pro Glu 
175 

Glu Glu Phe Thr 
190 

Val Phe Glu Gly 
205 

lie Ser Arg Asp 



Gin Ala Met Lys 
240 

Val Val Ser Val 
255 

Lys Gly Ser Leu 
270 

Pro Val Ser Glu 
285 

Cys Tyr Leu Glu 
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Ser Gin Asn Tyr 
305 

Gly Glu Asn Thr 



lie Lys Glu Asp 
340 

Trp Thr Ala Pro 
355 

Asp Val Trp Ser 
370 

Gin Val Pro Tyr 
385 

Asp Ala Gly Tyr 



His Lys Leu Met 
420 

Cys Pne L ys Ala 
435 

Asn Pro Thr 
450 



lie His Arg Asp 
310 

Leu Cys Lys Val 
325 

Val Tyr Leu Ser 



Glu Ala Leu Ser 
360 

Phe Gly lie Leu 
375 

Pro Gly Met Ser 
390 

Arg Met Pro Cys 
405 

Leu Thr Cys Trp 



Leu Arg Glu Arg 
440 



Leu Ala Ala Arg 
315 

Gly Asp Phe Gly 
330 

His Asp His Asn 
345 

Arg Gly His Tyr 



Leu His Glu Met 
380 

Asn His Glu Ala 
395 

Pro Leu Glu Cys 
410 

Cys Arg Asp Pro 
425 

Leu Ser Ser Phe 



Asn lie Leu Val 
320 

Leu Ala Arg Leu 
335 

lie Pro Tyr Lys 
350 

Ser Thr Lys Ser 
365 

Phe Ser Arg Gly 



Phe Leu Arg Val 
400 

Pro Pro Ser Val 
415 

Glu Gin Arg Pro 
430 

Thr Ser Tyr Glu 
445 



<210> 82 
<211> 451 
<212> PRT 

<213> Mus musculus 
<400> 82 

Met Val Ser Trp Asp Lys Ala His Leu Gly Pro Lys Tyr Val Gly Leu 
15 10 15 

Trp Asp Phe Lys Ala Arg Thr Asp Glu Glu Leu Ser Phe Gin Ala Gly 
20 25 30 

Asp Leu Leu His Val Thr Lys Lys Glu Glu Leu Trp Trp Trp Ala Thr 
35 40 45 

Leu Leu Asp Ala Glu Gly Lys Ala Leu Ala Glu Gly Tyr Val Pro His 
50 55 60 

Asn Tyr Leu Ala Glu Lys Glu Thr Val Glu Ser Glu Pro Trp Phe Phe 
65 70 75 80 

Gly Cys lie Ser Arg Ser Glu Ala Met His Arg Leu Gin Ala Glu Asp 
85 90 95 

Asn Ser Lys Gly Ala Phe Leu lie Arg Val Ser Gin Lys Pro Gly Ala 
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100 



105 



110 



Asp Tyr Val Leu Ser Val Arg Asp Ala Gin Ala Val Arg His Tyr Arg 
115 120 125 

lie Trp Lys Asn Asn Glu Gly Arg Leu His Leu Asn Glu Ala Val Ser 
130 135 140 

Phe Ser Asn Leu Ser Glu Leu Val Asp Tyr His Lys Thr Gin Ser Leu 
145 150 155 160 

Ser His Gly Leu Gin Leu Ser Met Pro Cys Trp Lys His Lys Thr Glu 
165 170 175 

Pro Leu Pro His Trp Asp Asp Trp Glu Arg Pro Arg Glu Glu Phe Thr 
180 185 190 

Leu Cys Lys Lys Leu Gly Ala Gly Tyr Phe Gly Glu Val Phe Glu Ala 
195 . 200 205 

Leu Trp Lys Gly Gin Val His Val Ala Val Lys Val lie Ser Arg Asp 
210 215 220 

Asn Leu Leu His Gin His Thr Phe Gin Ala Glu lie Gin Ala Met Lys 
225 230 235 240 

Lys Leu Arg His Lys His lie Leu Ser Leu Tyr Ala Val Ala Thr Ala 
245 250 255 

Gly Asp Pro Val Tyr lie lie Thr Glu Leu Met Pro Lys Gly Asn Leu 
260 265 270 

Leu Gin Leu Leu Arg Asp Ser Asp Glu Lys Ala Leu Pro lie Leu Glu 
275 280 285 

Leu Val Asp Phe Ala Ser Gin Val Ala Glu Gly Met Cys Tyr Leu Glu 
290 295 300 

Ser Gin Asn Tyr lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val 
305 310 315 320 

Thr Glu Asn Asn Leu Cys Lys Val Gly Asp Phe Gly Leu Ala Arg Leu 
325 330 335 

Val Lys Glu Asp lie Tyr Leu Ser His Glu His Asn Val Pro Tyr Lys 
340 345 350 

Trp Thr Ala Pro Glu Ala Leu Ser Arg Gly His Tyr Ser lie Lys Ser 
355 360 365 

Asp Val Trp Ser Phe Gly Val Leu Leu His Glu lie Phe Ser Arg Gly 
370 375 380 

Gin Met Pro Tyr Pro Gly Met Ser Asn His Glu Thr Phe Leu Arg Val 
385 390 395 400 

Asp Ala Gly Tyr Arg Met Pro Cys Pro Leu Glu Cys Pro Pro Asn lie 
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405 410 415 

His Lys Leu Met Leu Ser Cys Trp Ser Arg Asp Pro Lys Gin Arg Pro 
420 425 430 

Cys Phe Lys Asp Leu Cys Glu Lys Leu Thr Gly lie Thr Arg Tyr Glu 
435 440 445 

Asn Leu Val 
450 



<210> 83 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Met Leu Gin Ser Glu lie Gin Ala Met Lys Lys Leu Arg His Lys His 
15 10 15 

lie Leu Ala Leu Tyr Ala Val Val Ser Val Gly Asp Pro Val Tyr lie 
20 25 30 

lie Thr Glu Leu Met Ala Lys Gly Ser Leu Leu Glu Leu Leu Arg Asp 
35 40 45 

Ser Asp Glu Lys Val Leu Pro Val Ser Glu Leu Leu Asp lie Ala Trp 
50 55 60 

Gin Val Ala Glu Gly Met Cys Tyr Leu Glu Ser Gin Asn Tyr He His 
65 70 75 80 

Arg Asp Leu Ala Ala Arg Asn He Leu Val Gly Glu Asn Thr Leu Cys 
85 90 95 

Lys Val Gly Asp Phe Gly Leu Ala Arg Leu He Lys Glu Asp Val Tyr 
100 105 110 

Leu Ser His Asp His Asn He Pro Tyr Lys Trp Thr Ala Pro Glu Ala 
115 120 125 

Leu Ser Arg Gly His Tyr Ser Thr Lys Ser Asp Val Trp Ser Phe Gly 
130 135 140 

He Leu Leu His Glu Met Phe Ser Arg Gly Gin Val Pro Tyr Pro Gly 
145 150 155 160 

Met Ser Asn His Glu Ala Phe Leu Arg Val Asp Ala Gly Tyr Arg Met 
165 170 175 

Pro Cys Pro Leu Glu Cys Pro Pro Ser Val His Lys Leu Met Leu Thr 
180 185 190 

Cys Trp Cys Arg Asp Pro Glu Gin Arg Pro Cys Phe Lys Ala Leu Arg 
195 200 205 
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Glu Arg Leu Ser Ser Phe Thr Ser Tyr Glu Asn Pro Thr 
210 215 220 



<210> 84 

<211> 505 

<212> PRT 

<213> Spongilla 

<400> 84 
Met Gly Ser Cys 
1 

Thr Ala Gly Ser 
20 

Gly Lys lie Lys 
35 

Pro Pro Ala Gin 
50 

Tyr Asp Ser Arg 
65 

Met Tyr lie lie 



Lys Asp Thr Ala 
100 

Glu Tyr Lys Ser 
115 

Arg Val Glu Ala 
130 

Ser Phe Leu lie 
145 

Ser Val Lys Asp 



Glu Asp Gly Ser 
180 

His Glu Leu Val 
195 

Lys Leu Leu Tyr 
210 

Leu Leu Arg Gin 
225 

Lys Leu Leu Arg 



lacustris 



Cys Ser Ser Gin 
5 

Thr Val Asp Ser 



Gin Pro Glu Pro 
40 

Asp Val Lys Tyr 
55 

Thr Asp Asp Asp 
70 

Ser Thr Asp Glu 
85 

Gly Lys Glu Gly 



Leu Asp Ala Glu 
120 

Glu Lys Met Leu 
135 

Arg Asp Ser Glu 
150 

Gin Asp Arg Val 
165 

Leu Phe Val Thr 



Asp His Tyr Lys 
200 

Pro Cys Leu Gin 
215 

Ala Asn Glu Glu 
230 

Arg Leu Gly Ala 
245 



Asp Gly Asp Gly 
10 

His Glu Leu Ser 
25 

Lys Pro Lys Pro 



Pro lie Tyr Val 
60 

Leu Ser Phe Lys 
75 

Gly Asp Trp Trp 
90 

Tyr lie Pro Ser 
105 

Glu Trp Phe Leu 



Asn Gin Ser Phe 
140 

Thr Thr Pro Gly 
155 

Arg His Tyr Arg 
170 

Arg Arg Ser Thr 
185 

lie Glu Thr Asp 



Ala Glu Lys Pro 
220 

Trp Glu He Glu 
235 

Gly Gin Phe Gly 
250 



Asn Gly Lys Ala 
15 

Gin Ser Val Lys 
30 

Pro Pro Gin Val 
45 

Gly Lys Tyr Asp 



Lys Gly Asp Leu 
80 

Phe Ala Arg Ser 
95 

Asn Tyr Val Ala 
110 

Gly Lys He Lys 
125 

Asn Gin Val Gly 



Asp Phe Ser Leu 
160 

Val Arg Arg Leu 
175 

Phe Gin He Leu 
190 

Gly Leu Cys Cys 
205 

Gin Thr Ala Gly 



Lys Thr Gin He 
240 

Glu Val Trp Glu 
255 
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Gly Leu Trp Asn Gly Thr Thr Ser Val Ala Val Lys Thr Leu Lys Pro 
260 265 270 



Gly Thr Met Ser Val Glu Glu Phe Leu Gin Glu Ala Ser lie Met Lys 
275 280 285 

Arg Leu Arg His Pro Lys Leu lie Gin Leu Tyr Ala Val Cys Thr Lys 
290 295 300 

Glu Glu Pro lie Tyr lie Val Thr Glu Leu Met Lys Tyr Gly Ser Leu 
305 310 315 320 

Leu Glu Tyr Leu Arg Gly Glu Asp Gly Val Leu Lys lie Glu Gin Leu 
325 330 335 

Val Asp Val Ala Ala Gin Val Ala Ser Gly Met Ser Tyr Leu Glu Gin 
340 345 350 

Gin Asn Tyr lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Gly 
355 360 365 

Glu His Gly lie Cys Lys Val Ala Asp Phe Gly Leu Ala Arg Val lie 
370 375 380 

Asp Glu Glu lie Tyr Glu Ala His Thr Gly Ala Lys Phe Pro lie Lys 
385 390 395 400 

Trp Thr Ala Pro Glu Ala Ala Met Tyr Asn Arg Phe Thr lie Lys Ser 
405 410 415 

Asp Val Trp Ser Phe Gly Val Val Leu Tyr Glu lie lie Thr Tyr Gly 
420 425 430 

Arg Phe Pro Tyr Pro Gly Met Thr Asn Pro Glu Val Leu Glu Lys lie 
435 440 445 

Gin Gin Asn Tyr Arg Met Pro Cys Pro Ala Asn Cys Pro Lys Gin Phe 
450 455 460 

His Asp lie Met Leu Asp Cys Trp Arg Glu Asp Pro Ala Ser Arg Pro 
465 470 475 480 

Thr Phe Glu Thr Leu Gin Trp Gin Leu Glu Glu Phe Phe Asn Ser Glu 
485 490 495 

Gly Tyr Arg Asp Pro Asp Ala lie His 
500 505 



<210> 85 
<211> 537 
<212> PRT 

<213> Xiphophorus helleri 
<400> 85 

Met Gly Cys Val Gin Cys Lys Asp Lys Glu Ala Thr Lys Leu Thr Asp 
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1 



5 



10 



15 



Asp Arg Asp Ala 
20 

Asp Pro Thr Pro 
35 

Asn Tyr Asn Asn 
50 

Gly Gly Val Asn 
65 

Gly Thr Gly Val 



Thr Glu Asp Asp 
100 

Asn Ser Thr Glu 
115 

Gly Ser Gly Tyr 
130 

Gin Ala Glu Asp 
145 

Arg Gin Leu Leu 



Glu Ser Glu Thr 
180 

Asp Asp Glu Lys 
195 

Asp Ser Gly Gly 
210 

Gin Gin Leu Val 
225 

Arg Leu Val Val 



Ser Val Lys Thr 
260 

Leu lie Lys Arg 
275 

Thr Trp Asn Gly 
290 

Thr Met Ser Pro 



Ser lie Ser Gin 



Gin His Tyr Pro 
40 

Phe His Ala Pro 
55 

Thr Ser Ser His 
70 

Thr Leu Phe Val 
85 

Leu Ser Phe Arg 



Gly Asp Trp Trp 
120 

lie Pro Ser Asn 
135 

Trp Tyr Phe Gly 
150 

Ser Thr Gly Asn 
165 

Thr Lys Gly Ala 



Gly Asp His Val 
200 

Tyr Tyr lie Thr 
215 

Gin His Tyr Ser 
230 

Pro Cys His Lys 
245 

Lys Asp Val Trp 



Leu Gly Asn Gly 
280 

Thr Thr Lys Val 
295 

Glu Ser Phe Leu 



Gly Ala Gly Tyr 
25 

Ser Phe Gly Val 



Val Gly Gin Gly 
60 

Thr Gly Thr Leu 
75 

Ala Leu Tyr Asp 
90 

Lys Gly Glu Arg 
105 

Asp Ala Arg Ser 



Tyr Val Ala Pro 
140 

Lys Leu Gly Arg 
155 

Pro Arg Gly Thr 
170 

Phe Ser Leu Ser 
185 

Lys His Tyr Lys 



Thr Arg Ala Gin 
220 

Asp Arg Ala Ala 
235 

Gly Met Pro Arg 
250 

Glu lie Pro Arg 
265 

Gin Phe Gly Glu 



Ala Val Lys Thr 
300 

Glu Glu Ala Gin 



Arg Tyr Gly Ala 
30 

Thr Ala lie Pro 
45 

Val Thr Val Phe 



Arg Thr Arg Gly 
80 

Tyr Glu Ala Arg 
95 

Phe Gin lie Leu 
110 

Leu Thr Thr Gly 
125 

Val Asp Ser lie 



Lys Asp Ala Glu 
160 

Tyr Leu lie Arg 
175 

lie Arg Asp Trp 
190 

lie Arg Lys Leu 
205 

Phe Asp Thr Leu 



Gly Leu Cys Cys 
240 

Leu Ala Asp Leu 
255 

Glu Ser Leu Gin 
270 

Val Trp Met Gly 
285 

Leu Lys Pro Gly 



lie Met Lys Lys 
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305 



310 



315 



320 



Leu Arg His Asp Lys Leu Val Gin Leu Tyr Ala Val Val Ser Glu Glu 
325 330 335 

Pro lie Tyr lie Val Thr Glu Tyr Met Ser Lys Gly Ser Leu Leu Asp 
340 345 350 

Phe Leu Lys Asp Gly Glu Gly Arg Ala Leu Lys Leu Pro Asn Leu Val 
355 360 365 

Asp Met Ala Ala Gin Val Ala Ala Gly Met Ala Tyr lie Glu Arg Met 
370 375 380 

Asn Tyr lie His Arg Asp Leu Arg Ser Ala Asn lie Leu Val Gly Asp 
385 390 395 400 

Asn Leu Val Cys Lys lie Ala Asp Phe Gly Leu Ala Arg Leu lie Glu 
405 410 415 

Asp Asn Glu Tyr Thr Ala Arg Gin Gly Ala Lys Phe Pro lie Lys Trp 
420 425 430 

Thr Ala Pro Glu Ala Ala Leu Tyr Gly Arg Phe Thr lie Lys Ser Asp 
435 440 445 

Val Trp Ser Phe Gly lie Leu Leu Thr Glu Leu Val Thr Lys Gly Arg 
450 455 460 

Val Pro Tyr Pro Gly Met Asn Asn Arg Glu Val Leu Glu Gin Val Glu 
465 470 ' 475 480 

Arg Gly Tyr Arg Met Pro Cys Pro Gin Asp Cys Pro Ala Ser Leu His 
485 490 495 

Glu Leu Met Leu Gin Cys Trp Lys Lys Asp Pro Glu Glu Arg Pro Thr 
500 505 510 

Phe Glu Tyr Leu Gin Ala Phe Leu Glu Asp Tyr Phe Thr Ala Thr Glu 
515 520 525 

Pro Gin Tyr Gin Pro Gly Asp Asn Leu 
530 535 



<210> 86 
<211> 534 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
15 10 15 

Cys Gly Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 
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Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 



Ser Arg Ser Leu 
50 

Val Ala Gly Ser 
65 

Gly Thr Gly Gly 



Gly Gly Phe Gly 
100 

Pro Gly Phe Pro 
115 

Asn Gin Ser Leu 
130 

Gin Lys Val Arg 
145 

Lys Phe Ala Ser 



Lys Val Leu Glu 
180 

Thr Ser Ser Lys 
195 

Leu Arg Lys Gin 
210 

Ser Glu Leu Lys 
225 

Tyr Glu Glu Glu 



Val Leu Lys Lys 
260 

Glu Ala Lys Val 
275 

Leu Tyr Asp Ala 
290 

Ser Val Val Leu 
305 

lie lie Ala Glu 



Tyr Asn Leu Arg 
55 

Arg Gin Gly Ala 
70 

Phe Gly Ala Gly 
85 

Gly Gly Phe Gly 



Val Leu Pro Ala 
120 

Leu Thr Pro Leu 
135 

Thr Glu Glu Arg 
150 

Phe lie Asp Lys 
165 

Thr Lys Trp Asn 



Asn Leu Glu Pro 
200 

Leu Asp Thr Leu 
215 

Thr Met Gin Asp 
230 

lie Asn Lys Arg 
245 

Asp Val Asp Ala 



Asp Ser Leu Asn 
280 

Glu Leu Ser Gin 
295 

Ser Met Asp Asn 
310 

Val Arg Ala Gin 
325 



Gly Asn Lys Ser 
60 

Cys Phe Gly Gly 
75 

Gly Phe Gly Ala 
90 

Gly Ser Phe Ser 
105 

Gly Gly lie Gin 



His Val Glu lie 
140 

Glu Gin lie Lys 
155 

Val Gin Phe Leu 
170 

Leu Leu Gin Gin 
185 

Leu Phe Glu Thr 



Gly Asn Asp Lys 
220 

Ser Val Glu Asp 
235 

Thr Ala Ala Glu 
250 

Ala Tyr Leu Asn 
265 

Asp Glu lie Asn 



Met Gin Thr His 
300 

Asn Arg Asn Leu 
315 

Tyr Glu Glu lie 
330 



lie Ser Met Ser 



Ala Gly Gly Phe 
80 

Gly Phe Gly Thr 
95 

Gly Lys Gly Gly 
110 

Glu Val Thr Leu 
125 

Asp Pro Glu lie 



Leu Leu Asn Asn 
160 

Glu Gin Gin Asn 
175 

Gin Thr Thr Thr 
190 

Tyr Leu Ser Val 
205 

Gly Arg Leu Gin 



Phe Lys Thr Lys 
240 

Asn Asp Phe Val 
255 

Lys Val Glu Leu 
270 

Phe Leu Lys Val 
285 

Val Ser Asp Thr 



Asp Leu Asp Ser 
320 

Ala Gin Arg Ser 
335 
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Lys Ala Glu Ala Glu Ala Leu Tyr Gin Thr Lys Val Gin Gin Leu Gin 
340 345 350 



lie Ser Val Asp Gin His Gly Asp Asn Leu Lys Asn Thr Lys Ser Glu 
355 360 365 

lie Ala Glu Leu Asn Arg Met lie Gin Arg Leu Arg Ala Glu lie Glu 
370 375 380 

Asn lie Lys Lys Gin Cys Gin Thr Leu Gin Val Ser Val Ala Asp Ala 
385 390 395 400 

Glu Gin Arg Gly Glu Asn Ala Leu Lys Asp Ala His Ser Lys Arg Val 
405 410 415 

Glu Leu Glu Ala Ala Leu Gin Gin Ala Lys Glu Glu Leu Ala Arg Met 
420 425 430 

Leu Arg Glu Tyr Gin Glu Leu Met Ser Val Lys Leu Ala Leu Asp lie 
435 440 445 

Glu lie Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Tyr Arg Met 
450 455 460 

Ser Gly Glu Cys Gin Ser Ala Val Ser lie Ser Val Val Ser Gly Ser 
465 470 475 480 

Thr Ser Thr Gly Gly lie Ser Gly Gly Leu Gly Ser Gly Ser Gly Phe 
485 490 495 

Gly Leu Ser Ser Gly Phe Gly Ser Gly Ser Gly Ser Gly Phe Gly Phe 
500 505 510 

Gly Gly Ser Val Ser Gly Ser Ser Ser Ser Lys lie lie Ser Thr Thr 
515 520 525 

Thr Leu Asn Lys Arg Arg 
530 



<210> 87 
<211> 534 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Met lie Ala Arg Gin Gin Cys Val Arg Gly Gly Pro Arg Gly Phe Ser 
15 10 15 

Cys Gly Ser Ala lie Val Gly Gly Gly Lys Arg Gly Ala Phe Ser Ser 
20 25 30 

Val Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Arg Gly Asn Lys Ser lie Ser Met Ser 
50 55 60 
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Val Ala Gly Ser Arg Gin Gly Ala Cys Phe Gly Gly Ala Gly Gly Phe 
65 70 75 80 



Gly Thr Gly Gly Phe Gly Ala Gly Gly Phe Gly Ala Gly Phe Gly Thr 
85 90 95 

Gly Gly Phe Gly Gly Gly Phe Gly Gly Ser Phe Ser Gly Lys Gly Gly 
100 105 110 

Pro Gly Phe Pro Val Leu Pro Ala Gly Gly lie Gin Glu Val Thr lie 
115 120 125 

Asn Gin Ser Leu Leu Thr Pro Leu His Val Glu lie Asp Pro Glu lie 
130 135 140 

Gin Lys Val Arg Thr Glu Glu Arg Glu Gin lie Lys Leu Leu Asn Asn 
145 150 155 160 

Lys Phe Ala Ser Phe lie Asp Lys Val Gin Phe Leu Glu Gin Gin Asn 
165 170 175 

Lys Val Leu Glu Thr Lys Trp Asn Leu Leu Gin Gin Gin Thr Thr Thr 
180 185 190 

Thr Ser Ser Lys Asn Leu Glu Pro Leu Phe Glu Thr Tyr Leu Ser Val 
195 200 205 

Leu Arg Lys Gin Leu Asp Thr Leu Gly Asn Asp Lys Gly Arg Leu Gin 
210 215 220 

Ser Glu Leu Lys Thr Met Gin Asp Ser Val Glu Asp Phe Lys Thr Lys 
225 230 235 240 

Tyr Glu Glu Glu lie Asn Lys Arg Thr Ala Ala Glu Asn Asp Phe Val 
245 250 255 

Val Leu Lys Lys Asp Val Asp Ala Ala Tyr Leu Asn Lys Val Glu Leu 
260 265 270 

Glu Ala Lys Val Asp Ser Leu Asn Asp Glu lie Asn Phe Leu Lys Val 
275 280 285 

Leu Tyr Asp Ala Glu Leu Ser Gin Met Gin Thr His Val Ser Asp Thr 
290 295 300 

Ser Val Val Leu Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser 
305 310 315 320 

lie lie Ala Glu Val Arg Ala Gin Tyr Glu Glu lie Ala Gin Arg Ser 
325 330 335 

Lys Ala Glu Ala Glu Ala Leu Tyr Gin Thr Lys Val Gin Gin Leu Gin 
340 345 350 

lie Ser Val Asp Gin His Gly Asp Asn Leu Lys Asn Thr Lys Ser Glu 
355 360 365 
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lie Ala Glu Leu Asn Arg Met lie Gin Arg Leu Arg Ala Glu lie Glu 
370 375 380 



Asn lie Lys Lys Gin Cys Gin Thr Leu Gin Val Ser Val Ala Asp Ala 
385 390 395 400 

Glu Gin Arg Gly Glu Asn Ala Leu Lys Asp Ala His Ser Lys Arg Val 
405 410 415 

Glu Leu Glu Ala Ala Leu Gin Gin Ala Lys Glu Glu Leu Ala Arg Met 
420 425 430 

Leu Arg Glu Tyr Gin Glu Leu Met Ser Val Lys Leu Ala Leu Asp lie 
435 440 445 

Glu lie Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Tyr Arg Met 
450 455 460 

Ser Gly Glu Cys Gin Ser Ala Val Ser lie Ser Val Val Ser Gly Ser 
465 470 475 480 

Thr Ser Thr Gly Gly lie Ser Gly Gly Leu Gly Ser Gly Ser Gly Phe 
485 490 495 

Gly Leu Ser Ser Gly Phe Gly Ser Gly Ser Gly Ser Gly Phe Gly Phe 
500 505 510 

Gly Gly Ser Val Ser Gly Ser Ser Ser Ser Lys lie lie Gly Thr Thr 
515 520 525 

Thr Leu Asn Lys Arg Arg 
530 



<210> 88 
<211> 524 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Met lie Ala Arg Gin Ser Ser Val Arg Gly Ala Ser Pro Gly Phe Thr 
15 10 15 

Ser Gly Ser Ala lie Ala Gly Gly Val Lys Arg Val Ala Phe Ser Ser 
20 25 30 

Gly Ser Met Ser Gly Gly Ala Gly Arg Cys Ser Ser Gly Gly Phe Gly 
35 40 45 

Ser Arg Ser Leu Tyr Asn Leu Gly Gly His Lys Ser lie Ser Met Ser 
50 55 60 

Val Ala Gly Ser Cys Gin Gly Gly Gly Tyr Gly Gly Ala Gly Gly Phe 
65 70 75 80 

Gly Val Gly Gly Tyr Gly Ala Gly Phe Gly Ala Gly Gly Phe Gly Gly 
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85 90 95 

Gly Phe Gly Gly Ser Phe Asn Gly Arg Gly Gly Pro Gly Phe Pro Val 
100 105 110 

Cys Pro Ala Gly Gly lie Gin Glu Val Thr lie Asn Gin Ser Leu Leu 
115 120 125 

Thr Pro Leu Gin Val Glu lie Asp Pro Glu lie Gin Lys lie Arg Thr 
130 135 140 

Ala Glu Arg Glu Gin lie Lys Thr Leu Asn Asn Lys Phe Ala Ser Phe 
145 150 155 160 

lie Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Lys Val Leu Glu Thr 
165 170 175 

Lys Trp Asn Leu Leu Gin Gin Gin Thr Thr Thr Thr Ser Pro Lys Ser 
180 185 190 

Leu Asp Pro Phe Phe Glu Thr Tyr lie Asn Ala Leu Arg Lys Asn Leu 
195 200 205 

Asp Thr Leu Ser Asn Asp Lys Gly Arg Leu Gin Ser Glu Leu Lys Met 
210 215 220 

Met Gin Asp Ser Val Glu Asp Phe Lys Thr Lys Tyr Glu Glu Glu lie 
225 230 235 240 

Asn Lys Arg Thr Ala Ala Glu Asn Asp Phe Val Val Leu Lys Lys Asp 
245 250 255 

Val Asp Ala Ala Tyr Met lie Lys Val Glu Leu Glu Ala Lys Met Glu 
260 265 270 

Ser Leu Lys Asp Glu lie Asn Phe Thr Arg Val Leu Tyr Glu Ala Glu 
275 280 285 

Leu Ala Gin Met Gin Thr His Val Ser Asp Thr Ser Val Val Leu Ser 
290 295 300 

Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Gly lie lie Ala Glu Val 
305 310 315 320 

Arg Ala Gin Tyr Glu Asp lie Ala Arg Lys Ser Lys Ala Glu Val Glu 
325 330 335 

Ser Trp Tyr Gin lie Lys Val Gin Gin Leu Gin Met Ser Ala Asp Gin 
340 345 350 

His Gly Asp Ser Leu Lys Thr Thr Lys Asn Glu lie Ser Glu Leu Asn 
355 360 365 

Arg Met lie Gin Arg Leu Arg Ala Glu lie Glu Asn lie Lys Lys Gin 
370 375 380 

Ser Gin Thr Pro Gin Ala Ser Val Ala Asp Ala Glu Gin Arg Gly Glu 
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385 

Leu Ala Leu Lys 



Leu Gin Lys Ala 
420 

Ala Leu Met Asn 
435 

Arg Lys Leu Leu 
450 

Ser Ala Val Ser 
465 

Gly Leu Gly Leu 



Gly Phe Gly Phe 
500 

Thr Ser Ser Ala 
515 



390 

Asp Ala Tyr Ser 
405 

Lys Glu Asp Leu 



Val Lys Leu Ala 
440 

Glu Gly Glu Glu 
455 

lie Ser Val Val 
470 

Gly Ser Gly Phe 
485 

Gly Gly Gly lie 



Thr lie Thr Lys 
520 



395 

Lys Arg Ala Glu 
410 

Ala Arg Leu Leu 
425 

Leu Asp Val Glu 



Cys Arg Met Ser 
460 

Gly Gly Ser Gin 
475 

Cys Ser Gly Ser 
490 

Tyr Gly Gly Ser 
505 

Arg Ser Pro Arg 



400 

Leu Glu Thr Ala 
415 

Arg Asp Tyr Gin 
430 

lie Ala Thr Tyr 
445 

Gly Glu Cys Lys 



His Trp Arg Ser 
480 

Gly Ser Gly Ser 
495 

Gly Ser Lys lie 
510 



<210> 89 
<211> 551 
<212> PRT 

<213> Mus musculus 
<400> 89 

Met Ser Arg Gin Ser Ser lie Thr Phe Gin Ser Gly Ser Arg Arg Gly 
15 10 15 

Phe Ser Thr Thr Ser Ala lie Thr Pro Ala Ala Gly Arg Ser Arg Phe 
20 25 30 

Ser Ser Val Ser Val Ala Arg Ser Ala Ala Gly Ser Gly Gly Leu Gly 
35 40 45 

Arg lie Ser Ser Ala Gly Ala Ser Phe Gly Ser Arg Ser Leu Tyr Asn 
50 55 60 

Leu Gly Gly Ala Lys Arg Val Ser lie Asn Gly Cys Gly Ser Ser Cys 
65 70 75 80 

Arg Ser Gly Phe Gly Gly Arg Ala Ser Asn Gly Phe Gly Val Asn Ser 
85 90 95 

Gly Phe Gly Tyr Gly Gly Gly Val Gly Gly Gly Phe Ser Gly Pro Ser 
100 105 110 

Phe Pro Val Cys Pro Pro Gly Gly lie Gin Glu Val Thr Val Asn Gin 
115 120 125 
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Ser Leu Leu Thr Pro Leu His Leu Gin lie Asp Pro Thr lie Gin Arg 
130 135 140 



Val Arg Ala Glu Glu Arg Glu Gin lie Lys Thr Leu Asn Asn Lys Phe 
145 150 155 160 

Ala Ser Phe lie Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Lys Val 
165 170 175 

Leu Glu Thr Lys Trp Ala Leu Leu Gin Glu Gin Gly Ser Arg Thr Val 
180 185 190 

Arg Gin Asn Leu Glu Pro Leu Phe Asp Ser Tyr Thr Ser Glu Leu Arg 
195 200 205 

Arg Gin Leu Glu Ser lie Thr Thr Glu Arg Gly Arg Leu Glu Ala Glu 
210 215 220 

Leu Arg Asn Met Gin Asp Val Val Glu Asp Phe Lys Val Arg Tyr Glu 
225 230 235 240 

Asp Glu lie Asn Lys Arg Thr Ala Ala Glu Asn Glu Phe Val Ala Leu 
245 250 255 

Lys Lys Asp Val Asp Ala Ala Tyr Met Asn Lys Val Glu Leu Glu Ala 
260 265 270 

Lys Val Lys Ser Leu Pro Glu Glu lie Asn Phe lie His Ser Val Phe 
275 280 285 

Asp Ala Glu Leu Ser Gin Leu Gin Thr Gin Val Gly Asp Thr Ser Val 
290 295 300 

Val Leu Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser lie lie 
305 310 315 320 

Ala Glu Val Lys Ala Gin Tyr Glu Asp lie Ala Asn Arg Ser Arg Ala 
325 330 335 

Glu Ala Glu Ser Trp Tyr Gin Thr Lys Tyr Glu Glu Leu Gin Val Thr 
340 345 350 

Ala Gly Arg His Gly Asp Asp Leu Arg Asn Thr Lys Gin Glu lie Ser 
355 360 365 

Glu Met Asn Arg Met lie Gin Arg Leu Arg Ala Glu lie Asp Ser Val 
370 375 380 

Lys Lys Gin Cys Ser Ser Leu Gin Thr Ala lie Ala Asp Ala Glu Gin 
385 390 395 400 

Arg Gly Glu Leu Ala Leu Lys Asp Ala Arg Ala Lys Leu Val Asp Leu 
405 410 415 

Glu Glu Ala Leu Gin Lys Ala Lys Gin Asp Met Ala Arg Leu Leu Arg 
420 425 430 
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Glu Tyr Gin Glu Leu 
435 

Ala Thr Tyr Arg Lys 
450 

Glu Gly Val Ser Pro 
465 

Ser Gly Tyr Gly Arg 
485 

Gly Gly Gly Ser Gly 
500 

Gly Ala Gly Leu Gly 
515 

Leu Gly Gly Ser Gly 
530 

Ser Gin Lys Ser Tyr 
545 



Met Asn lie Lys Leu Ala 
440 

Leu Leu Glu Gly Glu Glu 
455 

Val Asn lie Ser Val Val 

470 475 

Gly Ser Ser lie Gly Gly 
490 

Tyr Ser Phe Thr Thr Ser 
505 

Gly Ser Gly Phe Ser Ala 
520 

Ser Ser Val Lys Phe Val 
535 

Thr His 
550 



Leu Asp Val Glu lie 
445 

Cys Arg Leu Ser Gly 
460 

Thr Ser Thr Leu Ser 
480 

Gly. Asn Leu Gly Leu 
495 

Gly Gly His Ser Leu 
510 

Thr Ser Asn Arg Gly 
525 

Ser Thr Thr Ser Ser 
540 



<210> 90 
<211> 551 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<400> 90 

Met Ser Arg Gin Ser Ser lie Thr Phe Gin Ser Gly Ser Arg Arg Gly 
15 10 15 

Phe Ser Thr Thr Ser Ala lie Thr Pro Ala Ala Gly Arg Ser Arg Phe 
20 25 30 

Ser Ser Val Ser Val Ala Arg Ser Ala Ala Gly Ser Gly Gly Leu Gly 
35 40 45 

Arg lie Ser Ser Ala Gly Ala Ser Phe Gly Ser Arg Ser Leu Tyr Asn 
50 55 60 

Leu Gly Gly Ala Lys Arg Val Ser lie Asn Gly Cys Gly Ser Ser Cys 
65 70 75 80 

Arg Ser Gly Phe Gly Gly Arg Ala Ser Asn Gly Phe Gly Val Asn Ser 
85 90 95 

Gly Phe Gly Tyr Gly Gly Gly Val Gly Gly Gly Phe Ser Gly Pro Ser 
100 105 110 

Phe Pro Val Cys Pro Pro Gly Gly lie Gin Glu Val Thr Val Asn Gin 
115 120 125 

Ser Leu Leu Thr Pro Leu His Leu Gin lie Asp Pro Thr lie Gin Arg 
130 135 140 
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Val Arg Ala Glu Glu Arg Glu Gin lie Lys Thr Leu Asn Asn Lys Phe 
145 150 155 160 



Ala Ser Phe lie Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Lys Val 
165 170 175 

Leu Glu Thr Lys Trp Ala Leu Leu Gin Glu Gin Gly Ser Arg Thr Val 
180 185 190 

Arg Gin Asn Leu Glu Pro Leu Phe Asp Ser Tyr Thr Ser Glu Leu Arg 
195 200 205 

Arg Gin Leu Glu Ser lie Thr Thr Glu Arg Gly Arg Leu Glu Ala Glu 
210 215 220 

Leu Arg Asn Met Gin Asp Val Val Glu Asp Phe Lys Val Arg Tyr Glu 
225 230 235 240 

Asp Glu lie Asn Lys Arg Thr Ala Ala Glu Asn Glu Phe Val Ala Leu 
245 250 255 

Lys Lys Asp Val Asp Ala Ala Tyr Met Asn Lys Val Glu Leu Glu Ala 
260 265 270 

Lys Val Lys Ser Leu Pro Glu Glu lie Asn Phe Ser His Ser Val Phe 
275 280 285 

Asp Ala Glu Leu Ser Gin Leu Gin Thr Gin Val Gly Asp Thr Ser Val 
290 295 300 

Val Leu Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser lie lie 
305 310 315 320 

Ala Glu Val Lys Ala Gin Tyr Glu Asp lie Ala Asn Arg Ser Arg Ala 
325 330 335 

Glu Ala Glu Ser Trp Tyr Gin Thr Lys Tyr Glu Glu Leu Gin Val Thr 
340 345 350 

Ala Gly Arg His Gly Asp Asp Leu Arg Asn Thr Lys Gin Glu lie Ser 
355 360 365 

Glu Met Asn Arg Met lie Gin Arg Leu Arg Ala Glu lie Asp Ser Val 
370 375 380 

Lys Lys Gin Cys Ser Ser Leu Gin Thr Ala lie Ala Asp Ala Glu Gin 
385 390 395 400 

Arg Gly Glu Leu Ala Leu Lys Asp Ala Arg Ala Lys Leu Val Asp Leu 
405 410 415 

Glu Glu Ala Leu Gin Lys Ala Lys Gin Asp Met Ala Arg Leu Leu Arg 
420 425 430 

Glu Tyr Gin Glu Leu Met Asn lie Lys Leu Ala Leu Asp Val Glu lie 
435 440 445 
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Ala Thr Tyr Arg 
450 

Glu Gly Val Ser 
465 

Ser Gly Tyr Gly 



Gly Gly Gly Ser 
500 

Gly Ala Gly Leu 
515 

Leu Gly Gly Ser 
530 

Ser Gin Lys Ser 
545 



Lys Leu Leu Glu 
455 

Pro Val Asn lie 
470 

Arg Gly Ser Ser 
485 

Gly Tyr Ser Phe 



Gly Gly Ser Gly 
520 

Gly Ser Ser Val 
535 

Tyr Thr His 
550 



Gly Glu Glu Cys 
460 

Ser Val Val Thr 
475 

lie Gly Gly Gly 
490 

Thr Thr Ser Gly 
505 

Phe Ser Ala Thr 



Lys Phe Val Ser 
540 



Arg Leu Ser Gly 



Ser Thr Leu Ser 
480 

Asn Leu Gly Leu 
495 

Gly His Ser Leu 
510 

Ser Asn Arg Gly 
525 

Thr Thr Ser Ser 



<210> 91 
<211> 599 
<212> PRT 

<213> Homo sapiens 



<400> 91 
Val Arg Asp Lys 
1 

His Gin Leu Thr 
20 

Asp Leu Gly Asp 
35 

Lys Thr Cys Phe 
50 

Lys lie Phe Pro 
65 

Phe Arg Val Arg 



Val Leu Asn Gin 
100 

Gly Lys Lys Val 
115 

Leu Asn Tyr lie 
130 



Thr Glu Glu Ser 
5 

Tyr Asp Asn lie 



Ser Phe Ser Leu 
40 

Lys Leu Gly Ser 
55 

Lys Gly Leu Pro 
70 

Arg Asn Ala Lys 
85 

Gin Asn lie Pro 



Val Glu Phe Met 
120 

Phe Arg Asn Arg 
135 



Cys Pro lie Leu 
10 

Asn Lys Leu Glu 
25 

Arg Arg Ala Phe 



Ala Leu Leu lie 
60 

Glu Glu Tyr Ser 
75 

Lys Glu Arg Trp 
90 

Gin lie Ser lie 
105 

Phe Gin Ala Thr 



Glu Leu Arg Pro 
140 



Arg lie Glu Gly 
15 

Val Ser Gly Phe 
30 

Cys Glu Ser Asp 
45 

Arg Asp Thr lie 



Val Ala Ala Met 
80 

Phe Leu Trp Gin 
95 

Val Val Asp Gly 
110 

Glu Gly Asp Val 
125 

Leu Phe Asp Arg 



Gin Trp His Lys Leu Gly lie Ser lie Gin Ser Gin Val lie Ser Leu 
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145 



150 



155 



160 



Tyr Met Asp Cys Asn Leu lie Ala Arg Arg Gin Thr Asp Glu Lys Asp 
165 170 175 

Thr Val Asp Phe His Gly Arg Thr Val lie Ala Thr Arg Ala Ser Asp 
180 185 190 

Gly Lys Pro Val Asp lie Glu Leu His Gin Leu Lys lie Tyr Cys Ser 
195 200 205 

Ala Asn Leu lie Ala Gin Glu Thr Cys Cys Glu lie Ser Asp Thr Lys 
210 215 220 

Cys Pro Glu Gin Asp Gly Phe Gly Asn lie Ala Ser Ser Trp Val Thr 
225 230 235 240 

Ala His Ala Ser Lys Met Ser Ser Tyr Leu Pro Ala Lys Gin Glu Leu 
245 250 255 

Lys Asp Gin Cys Gin Cys lie Pro Asn Lys Gly Glu Ala Gly Leu Pro 
260 265 270 

Gly Ala Pro Gly Ser Pro Gly Gin Lys Gly His Lys Gly Glu Pro Gly 
275 280 285 

Glu Asn Gly Leu His Gly Ala Pro Gly Phe Pro Gly Gin Lys Gly Glu 
290 295 300 

Gin Gly Phe Glu Gly Ser Lys Gly Glu Thr Gly Glu Lys Gly Glu Gin 
305 310 315 320 

Gly Glu Lys Gly Asp Pro Ala Leu Gly Cys Leu Asn Gly Glu Asn Gly 
325 330 335 

Leu Lys Gly Val Leu Gly Pro His Gly Pro Pro Gly Pro Lys Gly Glu 
340 345 350 

Lys Gly Asp Thr Gly Pro Pro Gly Pro Pro Ala Leu Pro Gly Ser Leu 
355 360 365 

Gly lie Gin Gly Pro Gin Gly Pro Pro Gly Lys Glu Gly Gin Arg Gly 
370 375 380 

Arg Arg Gly Lys Thr Gly Pro Pro Gly Lys Pro Gly Pro Pro Gly Pro 
385 390 395 400 

Pro Gly Pro Pro Gly lie Gin Gly lie His Gin Thr Leu Gly Gly Asp 
405 410 415 

Asp Asn Lys Asp Asn Lys Gly Asn Asp Glu His Glu Ala Gly Gly Leu 
420 425 430 

Lys Gly Asp Lys Gly Glu Thr Gly Leu Pro Gly Phe Pro Gly Ser Val 
435 440 445 

Gly Pro Lys Gly Gin Lys Gly Glu Pro Gly Glu Pro Phe Thr Lys Gly 
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450 455 460 

Glu Lys Gly Asp Arg Gly Glu Pro Gly Val lie Gly Ser Gin Gly Val 
465 470 475 480 

Lys Gly Glu Pro Gly Asp Pro Gly Pro Pro Gly Leu lie Gly Ser Pro 
485 490 495 

Gly Leu Lys Gly Gin Gin Gly Ser Ala Gly Ser Met Gly Pro Arg Gly 
500 505 510 

Pro Pro Gly Asp Val Gly Leu Pro Gly Glu His Gly lie Pro Gly Lys 
515 520 525 

Gin Gly lie Lys Gly Glu Lys Gly Asp Pro Gly Gly He He Gly Pro 
530 535 540 

Pro Gly Leu Pro Gly Pro Lys Gly Glu Ala Gly Pro Pro Gly Lys Ser 
545 550 555 560 

Leu Pro Gly Glu Pro Gly Leu Asp Gly Asn Pro Gly Ala Pro Gly Pro 
565 570 575 

Arg Gly Pro Lys Gly Glu Arg Gly Leu Pro Gly Val His Gly Ser Pro 
580 585 590 



Gly Asp He Gly Gin Arg Asp 
595 



<210> 92 
<211> 1142 
<212> PRT 

<213> Homo sapiens 



<400> 92 
Met Arg Leu Thr 
1 

Leu Leu Pro Ala 
20 

Ser Cys Pro He 
35 

He Asn Lys Leu 
50 

Leu Arg Arg Ala 
65 

Ser Ala Leu Leu 



Pro Glu Glu Tyr 
100 



Gly Pro Trp Lys 
5 

Ser Thr Ser Val 



Leu Arg He Glu 
40 

Glu Val Ser Gly 
55 

Phe Cys Glu Ser 
70 

He Arg Asp Thr 
85 

Ser Val Ala Ala 



Leu Trp Leu Trp 
10 

Thr Val Arg Asp 
25 

Gly His Gin Leu 



Phe Asp Leu Gly 
60 

Asp Lys Thr Cys 
75 

He Lys He Phe 
90 

Met Phe Arg Val 
105 



Met Ser He Phe 
15 

Lys Thr Glu Glu 
30 

Thr Tyr Asp Asn 
45 

Asp Ser Phe Ser 



Phe Lys Leu Gly 
80 

Pro Lys Gly Leu 
95 

Arg Arg Asn Ala 
110 
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Lys Lys Glu Arg Trp Phe Leu Trp Gin Val Leu Asn Gin Gin Asn lie 
115 120 125 



Pro Gin He Ser He Val Val Asp Gly Gly Lys Lys Val Val Glu Phe 
130 135 140 

Met Phe Gin Ala Thr Glu Gly Asp Val Leu Asn Tyr He Phe Arg Asn 
145 150 155 160 

Arg Glu Leu Arg Pro Leu Phe Asp Arg Gin Trp His Lys Leu Gly He 
165 170 175 

Ser He Gin Ser Gin Val He Ser Leu Tyr Met Asp Cys Asn Leu He 
180 185 190 

Ala Arg Arg Gin Thr Asp Glu Lys Asp Thr Val Asp Phe His Gly Arg 
195 200 205 

Thr Val He Ala Thr Arg Ala Ser Asp Gly Lys Pro Val Asp He Glu 
210 215 220 

Leu His Gin Leu Lys He Tyr Cys Ser Ala Asn Leu He Ala Gin Glu 
225 230 235 240 

Thr Cys Cys Glu He Ser Asp Thr Lys Cys Pro Glu Gin Asp Gly Phe 
245 250 255 

Gly Asn He Ala Ser Ser Trp Val Thr Ala His Ala Ser Lys Met Ser 
260 265 270 

Ser Tyr Leu Pro Ala Lys Leu Glu Leu Lys Asp Gin Cys Gin Cys He 
275 280 285 

Pro Asn Lys Gly Glu Ala Gly Leu Pro Gly Ala Pro Gly Ser Pro Gly 
290 295 300 

Gin Lys Gly His Lys Gly Glu Pro Gly Glu Asn Gly Leu His Gly Ala 
305 310 315 320 

Pro Gly Phe Pro Gly Gin Lys Gly Glu Gin Gly Phe Glu Gly Ser Lys 
325 330 335 

Gly Glu Thr Gly Glu Lys Gly Glu Gin Gly Glu Lys Gly Asp Pro Ala 
340 345 350 

Leu Ala Gly Leu Asn Gly Glu Asn Gly Leu Lys Gly Val Leu Gly Pro 
355 360 365 

His Gly Pro Pro Gly Pro Lys Gly Glu Lys Gly Asp Thr Gly Pro Pro 
370 375 380 

Gly Pro Pro Ala Leu Pro Gly Ser Leu Gly He Gin Gly Pro Gin Gly 
385 390 395 400 

Pro Pro Gly Lys Glu Gly Gin Arg Gly Arg Arg Gly Lys Thr Gly Pro 
405 410 415 
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Pro Gly Lys Pro Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly lie Gin 
420 425 430 



Gly lie His Gin Thr Leu Gly Gly Asp Asp Asn Lys Asp Asn Lys Gly 
435 440 445 

Asn Asp Glu His Glu Ala Gly Gly Leu Lys Gly Asp Lys Gly Glu Thr 
450 455 460 

Gly Leu Pro Gly Phe Pro Gly Ser Val Gly Pro Lys Gly Gin Lys Gly 
465 470 475 480 

Glu Pro Gly Glu Pro Phe Thr Lys Gly Glu Lys Gly Asp Arg Gly Glu 
485 490 495 

Pro Gly Val lie Gly Ser Gin Gly Val Lys Gly Glu Pro Gly Asp Pro 
500 505 510 

Gly Pro Pro Gly Leu lie Gly Ser Pro Gly Leu Lys Gly Gin Gin Gly 
515 520 525 

Ser Ala Gly Ser Met Gly Pro Arg Gly Pro Pro Gly Asp Val Gly Leu 
530 535 540 

Pro Gly Glu His Gly lie Pro Gly Lys Gin Gly lie Lys Gly Glu Lys 
545 550 555 560 

Gly Asp Pro Gly Gly lie lie Gly Pro Pro Gly Leu Pro Gly Pro Lys 
565 570 575 

Gly Glu Ala Gly Pro Pro Gly Lys Ser Leu Pro Gly Glu Pro Gly Leu 
580 585 590 

Asp Gly Asn Pro Gly Ala Pro Gly Pro Arg Gly Pro Lys Gly Glu Arg 
595 600 605 

Gly Leu Pro Gly Val His Gly Ser Pro Gly Asp lie Gly Pro Gin Gly 
610 615 620 

lie Gly lie Pro Gly Arg Thr Gly Ala Gin Gly Pro Ala Gly Glu Pro 
625 630 635 640 

Gly lie Gin Gly Pro Arg Gly Leu Pro Gly Leu Pro Gly Thr Pro Gly 
645 650 655 

Thr Pro Gly Asn Asp Gly Val Pro Gly Arg Asp Gly Lys Pro Gly Leu 
660 665 670 

Pro Gly Pro Pro Gly Asp Pro lie Ala Leu Pro Leu Leu Gly Asr lie 
675 680 685 

Gly Ala Leu Leu Lys Asn Phe Cys Gly Asn Cys Gin Ala Ser Val Pro 
690 695 700 

Gly Leu Lys Ser Asn Lys Gly Glu Glu Gly Gly Ala Gly Glu Pro Gly 
705 710 715 720 
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Lys Tyr Asp Ser Met 
725 

Pro Gly lie Pro Gly 
740 

Gly Tyr Pro Gly lie 
755 

lie Pro Gly lie Pro 
770 

Met Gly Arg Thr Gly 

785 

Gly Ser Asp Gly Pro 
805 

lie Pro Phe Asn Glu 
820 

Gly Gly Val Asn Val 
835 

Pro Lys Gly Asp Pro 
850 

Pro Gly Leu Glu Gly 
865 

Gly Pro Pro Gly lie 
885 

Pro Pro Gly Val Pro 
900 

lie Gly Phe Pro Gly 
915 

Gly Lys Asp Gly lie 
930 

Asp Arg Gly Pro Lys 
945 

Arg Gly Ser Gin Gly 
965 

Gly Ala lie Gly Pro 
980 

Ser Pro Gly His Gin 
995 

Pro Ala Asp Ala Val 
1010 



Ala Arg Lys Gly Asp 
730 

Arg Glu Gly Pro Lys 
745 

Pro Gly Glu Lys Gly 
760 

Gly Ala Pro Gly Pro 
775 

His Pro Gly Pro Thr 
790 

Pro Gly Lys Pro Gly 
810 

Arg Asn Gly Met Ser 
825 

Pro Ser Tyr Pro Gly 
840 

Gly Pro Val Gly Glu 
855 

Phe Pro Gly Val Lys 
870 

Ala Gly Met Ser Gly 
890 

Gly Glu Pro Gly Glu 
905 

Pro Glu Gly Pro Ser 
920 

Pro Gly Ala Glu Gly 
935 

Gly Glu Arg Gly Asp 
950 

Glu Arg Gly Lys Pro 
970 

Met Gly Pro Pro Gly 
985 

Gly Pro Pro Gly Ser 
1000 

Ser Phe Glu Glu lie 
1015 



lie Gly Pro Arg Gly Pro 
735 

Gly Ser Lys Gly Glu Arg 
750 

Asp Glu Gly Leu Gin Gly 
765 

Thr Gly Pro Pro Gly Leu 
780 

Gly Ala Lys Gly Glu Lys 
795 800 

Pro Pro Gly Pro Pro Gly 
815 

Ser Leu Tyr Lys lie Lys 
830 

Pro Pro Gly Pro Pro Gly 
845 

Pro Gly Ala Met Gly Leu 
860 

Gly Asp Arg Gly Pro Ala 
875 880 

Lys Pro Gly Ala Pro Gly 
895 

Arg Gly Pro Val Gly Asp 
910 

Gly Lys Pro Gly lie Asn 
925 

lie Met Gly Lys Pro Gly 
940 

Gin Gly lie Pro Gly Asp 
955 960 

Gly Leu Thr Gly Met Lys 
975 

Asn Lys Gly Ser Met Gly 
990 

Pro Gly lie Pro Gly lie 
1005 

Lys Lys Tyr lie Asn Gin 
1020 
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Glu Val Leu Arg lie Phe Glu Glu Arg Met Ala Val Phe Leu Ser Gin 
1025 1030 1035 1040 



Leu Lys Leu Pro Ala Ala Met Leu Ala Ala Gin Ala Tyr Gly Arg Pro 
1045 1050 1055 

Gly Pro Pro Gly Lys Asp Gly Leu Pro Gly Pro Pro Gly Asp Pro Gly 
1060 1065 1070 

Pro Gin Gly Tyr Arg Gly Gin Lys Gly Glu Arg Gly Glu Pro Gly lie 
1075 1080 1085 

Gly Leu Pro Gly Ser Pro Gly Leu Pro Gly Thr Ser Ala Leu Gly Leu 
1090 1095 1100 

Pro Gly Ser Pro Gly Ala Pro Gly Pro Gin Gly Pro Pro Gly Pro Ser 
1105 1110 1115 1120 

Gly Arg Cys Asn Pro Glu Asp Cys Leu Tyr Pro Val Ser His Ala His 
1125 1130 1135 



Gin Arg Thr Gly Gly Asn 
1140 



<210> 93 
<211> 1142 
<212> PRT 

<213> Homo sapiens 
<400> 93 

Met Arg Leu Thr Gly Pro Trp Lys Leu Trp Leu Trp Met Ser lie Phe 
15 10 15 

Leu Leu Pro Ala Ser Thr Ser Val Thr Val Arg Asp Lys Thr Glu Glu 
20 25 30 

Ser Cys Pro lie Leu Arg lie Glu Gly His Gin Leu Thr Tyr Asp Asn 
35 40 45 

lie Asn Lys Leu Glu Val Ser Gly Phe Asp Leu Gly Asp Ser Phe Ser 
50 55 60 

Leu Arg Arg Ala Phe Cys Glu Ser Asp Lys Thr Cys Phe Lys Leu Gly 
65 70 75 80 

Ser Ala Leu Leu lie Arg Asp Thr lie Lys lie Phe Pro Lys Gly Leu 
85 90 95 

Pro Glu Glu Tyr Ser Val Ala Ala Met Phe Arg Val Arg Arg Asn Ala 
100 105 110 

Lys Lys Glu Arg Trp Phe Leu Trp Gin Val Leu Asn Gin Gin Asn lie 
115 120 125 

Pro Gin lie Ser lie Val Val Asp Gly Gly Lys Lys Val Val Glu Phe 
130 135 140 
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Met Phe Gin Ala Thr Glu Gly Asp Val Leu Asn Tyr lie Phe Arg Asn 
145 150 155 160 



Arg Glu Leu Arg Pro Leu Phe Asp Arg Gin Trp His Lys Leu Gly lie 
165 170 175 

Ser lie Gin Ser Gin Val lie Ser Leu Tyr Met Asp Cys Asn Leu lie 
180 185 190 

Ala Arg Arg Gin Thr Asp Glu Lys Asp Thr Val Asp Phe His Gly Arg 
195 200 205 

Thr Val lie Ala Thr Arg Ala Ser Asp Gly Lys Pro Val Asp lie Glu 
210 215 220 

Leu His Gin Leu Lys lie Tyr Cys Ser Ala Asn Leu lie Ala Gin Glu 
225 230 235 240 

Thr Cys Cys Glu lie Ser Asp Thr Lys Cys Pro Glu Gin Asp Gly Phe 
245 250 255 

Gly Asn lie Ala Ser Ser Trp Val Thr Ala His Ala Ser Lys Met Ser 
260 265 270 

Ser Tyr Leu Pro Ala Lys Gin Glu Leu Lys Asp Gin Cys Gin Cys lie 
275 280 285 

Pro Asn Lys Gly Glu Ala Gly Leu Pro Gly Ala Pro Gly Ser Pro Gly 
290 295 300 

Gin Lys Gly His Lys Gly Glu Pro Gly Glu Asn Gly Leu His Gly Ala 
305 310 315 320 

Pro Gly Phe Pro Gly Gin Lys Gly Glu Gin Gly Phe Glu Gly Ser Lys 
325 330 335 

Gly Glu Thr Gly Glu Lys Gly Glu Gin Gly Glu Lys Gly Asp Pro Ala 
340 345 350 

Leu Ala Gly Leu Asn Gly Glu Asn Gly Leu Lys Gly Asp Leu Gly Pro 
355 360 365 

His Gly Pro Pro Gly Pro Lys Gly Glu Lys Gly Asp Thr Gly Pro Pro 
370 375 380 

Gly Pro Pro Ala Leu Pro Gly Ser Leu Gly lie Gin Gly Pro Gin Gly 
385 390 395 400 

Pro Pro Gly Lys Glu Gly Gin Arg Gly Arg Arg Gly Lys Thr Gly Pro 
405 410 415 

Pro Gly Lys°Pro Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly lie Gin 
420 425 430 

Gly lie His Gin Thr Leu Gly Gly Tyr Tyr Asn Lys Asp Asn Lys Gly 
435 440 445 
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Asn Asp Glu His Glu Ala Gly Gly Leu Lys Gly Asp Lys Gly Glu Thr 
450 455 460 



Gly Leu Pro Gly Phe Pro Gly Ser Val Gly Pro Lys Gly Gin Lys Gly 
465 470 475 480 

Glu Pro Gly Glu Pro Phe Thr Lys Gly Glu Lys Gly Asp Arg Gly Glu 
485 490 495 

Pro Gly Val lie Gly Ser Gin Gly Val Lys Gly Glu Pro Gly Asp Pro 
500 505 510 

Gly Pro Pro Gly Leu lie Gly Ser Pro Gly Leu Lys Gly Gin Gin Gly 
515 520 525 

Ser Ala Gly Ser Met Gly Pro Arg Gly Pro Pro Gly Asp Val Gly Leu 
530 535 540 

Pro Gly Glu His Gly lie Pro Gly Lys Gin Gly lie Lys Gly Glu Lys 
545 550 555 560 

Gly Asp Pro Gly Gly lie lie Gly Pro Pro Gly Leu Pro Gly Pro Lys 
565 570 575 

Gly Glu Ala Gly Pro Pro Gly Lys Ser Leu Pro Gly Glu Pro Gly Leu 
580 585 590 

Asp Gly Asn Pro Gly Ala Pro Gly Pro Arg Gly Pro Lys Gly Glu Arg 
595 600 605 

Gly Leu Pro Gly Val His Gly Ser Pro Gly Asp lie Gly Pro Gin Gly 
610 615 620 

lie Gly lie Pro Gly Arg Thr Gly Ala Gin Gly Pro Ala Gly Glu Pro 
625 630 635 640 

Gly lie Gin Gly Pro Arg Gly Leu Pro Gly Leu Pro Gly Thr Pro Gly 
645 650 655 

Thr Pro Gly Asn Asp Gly Val Pro Gly Arg Asp Gly Lys Pro Gly Leu 
660 665 670 

Pro Gly Pro Pro Gly Asp Pro lie Ala Leu Pro Leu Leu Gly Asp lie 
675 680 685 

Gly Ala Leu Leu Lys Asn Phe Cys Gly Asn Cys Gin Ala Ser Val Pro 
690 695 700 

Gly Leu Lys Ser Asn Lys Gly Glu Glu Gly Gly Ala Gly Glu Pro Gly 
705 710 715 720 

Lys Tyr Asp Ser Met Ala Arg Lys Gly Asp lie Gly Pro Arg Gly Pro 
725 730 735 

Pro Gly lie Pro Gly Arg Glu Gly Pro Lys Gly Ser Lys Gly Glu Arg 
740 745 750 
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Gly Tyr Pro Gly lie Pro Gly Glu Lys Gly Asp Glu Gly Leu Gin Gly 
755 760 765 



lie Pro Gly lie Pro Gly Ala Pro Gly Pro Thr Gly Pro Pro Gly Leu 
770 775 780 

Met Gly Arg Thr Gly His Pro Gly Pro Thr Gly Ala Lys Gly Glu Lys 
785 790 795 800 

Gly Ser Asp Gly Pro Pro Gly Lys Pro Gly Pro Pro Gly Pro Pro Gly 
805 810 815 

lie Pro Phe Asn Glu Arg Asn Gly Met Ser Ser Leu Tyr Lys lie Lys 
820 825 830 

Gly Gly Val Asn Val Pro Ser Tyr Pro Gly Pro Pro Gly Pro Pro Gly 
835 840 845 

Pro Lys Gly Asp Pro Gly Pro Val Gly Glu Pro Gly Ala Met Gly Leu 
850 855 860 

Pro Gly Leu Glu Gly Phe Pro Gly Val Lys Gly Asp Arg Gly Pro Ala 
865 870 875 880 

Gly Pro Pro Gly lie Ala Gly Met Ser Gly Lys Pro Gly Ala Pro Gly 
885 890 895 

Pro Pro Gly Val Pro Gly Glu Pro Gly Glu Arg Gly Pro Val Gly Asp 
900 905 910 

lie Gly Phe Pro Gly Pro Glu Gly Pro Ser Gly Lys Pro Gly lie Asn 
915 920 925 

Gly Lys Asp Gly lie Pro Gly Ala Gin Gly lie Met Gly Lys Pro Gly 
930 935 940 

Asp Arg Gly Pro Lys Gly Glu Arg Gly Asp Gin Gly lie Pro Gly Asp 
945 950 955 960 

Arg Gly Ser Gin Gly Glu Arg Gly Lys Pro Gly Leu Thr Gly Met Lys 
965 970 975 

Gly Ala lie Gly Pro Met Gly Pro Pro Gly Asn Lys Gly Ser Met Gly 
980 985 990 

Ser Pro Gly His Gin Gly Pro Pro Gly Ser Pro Gly lie Pro Gly lie 
995 1000 1005 

Pro Ala Asp Ala Val Ser Phe Glu Glu lie Lys Lys Tyr lie Asn Gin 
1010 1015 1020 

Glu Val Leu Arg lie Phe Glu Glu Arg Met Ala Val Phe Leu Ser Gin 
1025 1030 1035 1040 

Leu Lys Leu Pro Ala Ala Met Leu Ala Ala Gin Ala Tyr Gly Arg Pro 
1045 1050 1055 
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Gly Pro Pro Gly Lys Asp Gly Leu Pro Gly Pro Pro Gly Asp Pro Gly 
1060 1065 1070 

Pro Gin Gly Tyr Arg Gly Gin Lys Gly Glu Arg Gly Glu Pro Gly lie 
1075 1080 1085 

Gly Leu Pro Gly Ser Pro Gly Leu Pro Gly Thr Ser Ala Leu Gly Leu 
1090 1095 1100 

Pro Gly Ser Pro Gly Ala Pro Gly Pro Gin Gly Pro Pro Gly Pro Ser 
1105 1110 1115 1120 

Gly Arg Cys Asn Pro Glu Asp Cys Leu Tyr Pro Val Ser His Ala His 
1125 1130 1135 

Gin Arg Thr Gly Gly Asn 
1140 



<210> 94 
<211> 913 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Arg Leu Thr Gly Pro Trp Lys Leu Trp Leu Trp Met Ser lie Phe 
15 10 15 

Leu Leu Pro Ala Ser Thr Ser Val Thr Val Arg Asp Lys Thr Glu Glu 
20 25 30 

Ser Cys Pro lie Leu Arg lie Glu Gly His Gin Leu Thr Tyr Asp Asn 
35 40 45 

lie Asn Lys Leu Glu Val Ser Gly Phe Asp Leu Gly Asp Ser Phe Ser 
50 55 60 

Leu Arg Arg Ala Phe Cys Glu Ser Asp Lys Thr Cys Phe Lys Leu Gly 
65 70 75 80 

Ser Ala Leu Leu lie Arg Asp Thr Met Tyr Lys lie Phe Pro Lys Gly 
85 90 95 

Leu Pro Glu Glu Tyr Ser Val Ala Ala Met Phe Arg Val Arg Arg Asn 
100 105 110 

Ala Lys Lys Glu Arg Trp Phe Leu Trp Gin Val Leu Asn Gin Gin Asn 
115 120 125 

lie Pro Gin lie Ser lie Val Val Asp Gly Gly Lys Lys Val Val Glu 
130 135 140 

Phe Met Phe Gin Ala Thr Glu Gly Asp Val Leu Asn Tyr lie Phe Arg 
145 150 155 160 

Asn Arg Glu Leu Arg Pro Leu Phe Asp Arg Gin Trp His Lys Leu Gly 
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165 170 175 

lie Ser lie Gin Ser Gin Val lie Ser Leu Tyr Met Asp Cys Asn Leu 
180 185 190 

lie Ala Arg Arg Gin Thr Asp Glu Lys Asp Thr Val Asp Phe His Gly 
195 200 205 

Arg Thr Val lie Ala Thr Arg Ala Ser Asp Gly Lys Pro Val Asp lie 
210 215 220 

Glu Leu His Gin Leu Lys lie Tyr Cys Ser Ala Asn Leu lie Ala Gin 
225 230 235 240 

Glu Thr Cys Cys Glu lie Ser Asp Thr Lys Cys Pro Glu Gin Asp Gly 
245 250 255 

Phe Gly Asn lie Ala Ser Ser Trp Val Thr Ala His Ala Ser Lys Met 
260 265 270 

Ser Ser Tyr Leu Pro Ala Lys Gin Glu Leu Lys Asp Gin Cys Gin Cys 
275 280 285 

lie Pro Asn Lys Gly Glu Ala Gly Leu Pro Gly Ala Pro Gly Ser Pro 
290 295 300 

Gly Gin Lys Gly His Lys Gly Glu Pro Gly Glu Asn Gly Leu His Gly 
305 310 315 320 

Ala Pro Gly Phe Pro Gly Gin Lys Gly Glu Gin Gly Phe Glu Gly Ser 
325 330 335 

Lys Gly Glu Thr Gly Glu Lys Gly Glu Gin Gly Glu Lys Gly Asp Pro 
340 345 350 

Ala Leu Ala Gly Leu Asn Gly Glu Asn Gly Leu Lys Gly Asp Leu Gly 
355 360 365 

Pro His Gly Pro Pro Gly Pro Lys Gly Glu Lys Gly Asp Thr Gly Pro 
370 375 380 

Pro Gly Pro Pro Ala Leu Pro Gly Ser Leu Gly lie Gin Gly Pro Gin 
385 390 395 400 

Gly Pro Pro Gly Lys Glu Gly Gin Arg Gly Arg Arg Gly Lys Thr Gly 
405 410 415 

Pro Pro Gly Lys Pro Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly lie 
420 425 430 

Gin Gly lie His Gin Thr Leu Gly Gly Tyr Tyr Asn Lys Asp Asn Lys 
435 440 445 

Gly Asn Asp Glu His Glu Ala Gly Gly Leu Lys Gly Asp Lys Gly Glu 
450 455 460 

Thr Gly Leu Pro Gly Phe Pro Gly Ser Val Gly Pro Lys Gly Gin Lys 
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465 



470 



475 



480 



Gly Glu Pro Gly Glu Pro Phe Thr Lys Gly Glu Lys Gly Asp Arg Gly 
485 490 495 

Glu Pro Gly Val lie Gly Ser Gin Gly Val Lys Gly Glu Pro Gly Asp 
500 505 510 

Pro Gly Pro Pro Gly Leu He Gly Ser Pro Gly Leu Lys Gly Gin Gin 
515 520 525 

Gly Ser Ala Gly Ser Met Gly Pro Arg Gly Pro Pro Gly Asp Val Gly 
530 535 540 

Leu Pro Gly Glu His Gly He Pro Gly Lys Gin Gly He Lys Gly Glu 
545 " 550 555 560 

Lys Gly Asp Pro Gly Gly He He Gly Pro Pro Gly Leu Pro Gly Pro 
565 570 575 

Lys Gly Glu Ala Gly Pro Pro Gly Lys Ser Leu Pro Gly Glu Pro Gly 
580 585 590 

Leu Asp Gly Asn Pro Gly Ala Pro Gly Pro Arg Gly Pro Lys Gly Glu 
595 600 605 

Arg Gly Leu Pro Gly Val His Gly Ser Pro Gly Asp He Gly Pro Gin 
610 615 620 

Gly He Gly He Pro Gly Arg Thr Gly Ala Gin Gly Pro Ala Gly Glu 
625 630 635 640 

Pro Gly He Gin Gly Pro Arg Gly Leu Pro Gly Leu Pro Gly Thr Pro 
645 650 655 

Gly Thr Pro Gly Asn Asp Gly Val Pro Gly Arg Asp Gly Lys Pro Gly 
660 665 670 

Leu Pro Gly Pro Pro Gly Asp Pro He Ala Leu Pro Leu Leu Gly Asp 
675 680 685 

He Gly Ala Leu Leu Lys Asn Phe Cys Gly Asn Cys Gin Ala Ser Val 
690 695 700 

Pro Gly Leu Lys Ser Asn Lys Gly Glu Glu Gly Gly Ala Gly Glu Pro 
705 710 715 720 

Gly Lys Tyr Asp Ser Met Ala Arg Lys Gly Asp He Gly Pro Arg Gly 
725 730 735 

Pro Pro Gly He Pro Gly Arg Glu Gly Pro Lys Gly Ser Lys Gly Glu 
740 745 750 

Arg Gly Tyr Pro Gly He Pro Gly Glu Lys Gly Asp Glu Gly Leu Gin 
755 760 765 

Gly He Pro Gly He Pro Gly Ala Pro Gly Pro Thr Gly Pro Pro Gly 
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770 



775 



780 



Leu Met Gly Arg 
785 

Lys Gly Ser Asp 



Gly lie Pro Phe 
820 

Lys Gly Gly Val 
835 

Gly Pro Lys Gly 
850 

Leu Pro Gly Leu 
865 

Ala Gly Pro Pro 



Gly Pro Pro Gly 
900 



Thr Gly His Pro 
790 

Gly Pro Pro Gly 
805 

Asn Glu Arg Asn 



Asn Val Pro Ser 
840 

Asp Pro Gly Pro 
855 

Glu Gly Phe Pro 
870 

Gly lie Ala Gly 
885 

Val Pro Gly Glu 



Gly Pro Thr Gly 
795 

Lys Pro Gly Pro 
810 

Gly Met Ser Ser 
825 

Tyr Pro Gly Pro 



Val Gly Glu Pro 
860 

Gly Val Lys Gly 
875 

Met Ser Gly Lys 
890 

Pro Val Arg Glu 
905 



Ala Lys Gly Glu 
800 

Pro Gly Pro Pro 
815 

Leu Tyr Lys lie 
830 

Pro Gly Pro Pro 
845 

Gly Ala Met Gly 



Asp Arg Gly Pro 
880 

Pro Gly Ala Pro 
895 

Asp Leu Leu Glu 
910 



He 



<210> 95 
<211> 1143 
<212> PRT 

<213> Homo sapiens 
<400> 95 

Met Arg Leu Thr Gly Pro Trp Lys Leu Trp Leu Trp Met Ser He Phe 
15 10 15 

Leu Leu Pro Ala Ser Thr Ser Val Thr Val Arg Asp Lys Thr Glu Glu 
20 25 30 

Ser Cys Pro He Leu Arg He Glu Gly His Gin Leu Thr Tyr Asp Asn 
35 40 45 

He Asn Lys Leu Glu Val Ser Gly Phe Asp Leu Gly Asp Ser Phe Ser 
50 55 60 

Leu Arg Arg Ala Phe Cys Glu Ser Asp Lys Thr Cys Phe Lys Leu Gly 
65 70 75 80 

Ser Ala Leu Leu He Arg Asp Thr Met Tyr Lys He Phe Pro Lys Gly 
85 90 95 

Leu Pro Glu Glu Tyr Ser Val Ala Ala Met Phe Arg Val Arg Arg Asn 
100 105 110 
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Ala Lys Lys Glu Arg Trp Phe Leu Trp Gin Val Leu Asn Gin Gin Asn 
115 120 125 

lie Pro Gin lie Ser lie Val Val Asp Gly Gly Lys Lys Val Val Glu 
130 135 140 

Phe Met Phe Gin Ala Thr Glu Gly Asp Val Leu Asn Tyr lie Phe Arg 
145 150 155 160 

Asn Arg Glu Leu Arg Pro Leu Phe Asp Arg Gin Trp His Lys Leu Gly 
165 170 175 

lie Ser lie Gin Ser Gin Val lie Ser Leu Tyr Met Asp Cys Asn Leu 
180 185 190 

lie Ala Arg Arg Gin Thr Asp Glu Lys Asp Thr Val Asp Phe His Gly 
195 200 205 

Arg Thr Val lie Ala Thr Arg Ala Ser Asp Gly Lys Pro Val Asp lie 
210 215 220 

Glu Leu His Gin Leu Lys lie Tyr Cys Ser Ala Asn Leu lie Ala Gin 
225 230 235 240 

Glu Thr Cys Cys Glu lie Ser Asp Thr Lys Cys Pro Glu Gin Asp Gly 
245 250 255 

Phe Gly Asn He Ala Ser Ser Trp Val Thr Ala His Ala Ser Lys Met 
260 265 270 

Ser Ser Tyr Leu Pro Ala Lys Gin Glu Leu Lys Asp Gin Cys Gin Cys 
275 280 285 

He Pro Asn Lys Gly Glu Ala Gly Leu Pro Gly Ala Pro Gly Ser Pro 
290 295 300 

Gly Gin Lys Gly His Lys Gly Glu Pro Gly Glu Asn Gly Leu His Gly 
305 310 315 320 

Ala Pro Gly Phe Pro Gly Gin Lys Gly Glu Gin Gly Phe Glu Gly Ser 
325 330 335 

Lys Gly Glu Thr Gly Glu Lys Gly Glu Gin Gly Glu Lys Gly Asp Pro 
340 345 350 

Ala Leu Ala Gly Leu Asn Gly Glu Asn Gly Leu Lys Gly Asp Leu Gly 
355 360 365 

Pro His Gly Pro Pro Gly Pro Lys Gly Glu Lys Gly Asp Thr Gly Pro 
370 375 380 

Pro Gly Pro Pro Ala Leu Pro Gly Ser Leu Gly He Gin Gly Pro Gin 
385 390 395 400 

Gly Pro Pro Gly Lys Glu Gly Gin Arg Gly Arg Arg Gly Lys Thr Gly 
405 410 415 
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Pro Pro Gly Lys Pro Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly lie 
420 425 430 



Gin Gly lie His Gin Thr Leu Gly Gly Tyr Tyr Asn Lys Asp Asn Lys 
435 440 445 

Gly Asn Asp Glu His Glu Ala Gly Gly Leu Lys Gly Asp Lys Gly Glu 
450 455 460 

Thr Gly Leu Pro Gly Phe Pro Gly Ser Val Gly Pro Lys Gly Gin Lys 
465 470 475 480 

Gly Glu Pro Gly Glu Pro Phe Thr Lys Gly Glu Lys Gly Asp Arg Gly 
485 490 495 

Glu Pro Gly Val lie Gly Ser Gin Gly Val Lys Gly Glu Pro Gly Asp 
500 505 510 

Pro Gly Pro Pro Gly Leu lie Gly Ser Pro Gly Leu Lys Gly Gin Gin 
515 520 525 

Gly Ser Ala Gly Ser Met Gly Pro Arg Gly Pro Pro Gly Asp Val Gly 
530 535 540 

Leu Pro Gly Glu His Gly lie Pro Gly Lys Gin Gly lie Lys Gly Glu 
545 550 555 560 

Lys Gly Asp Pro Gly Gly lie lie Gly Pro Pro Gly Leu Pro Gly Pro 
565 570 575 

Lys Gly Glu Ala Gly Pro Pro Gly Lys Ser Leu Pro Gly Glu Pro Gly 
580 585 590 

Leu Asp Gly Asn Pro Gly Ala Pro Gly Pro Arg Gly Pro Lys Gly Glu 
595 600 605 

Arg Gly Leu Pro Gly Val His Gly Ser Pro Gly Asp lie Gly Pro Gin 
610 615 620 

Gly lie Gly lie Pro Gly Arg Thr Gly Ala Gin Gly Pro Ala Gly Glu 
625 630 635 640 

Pro Gly lie Gin Gly Pro Arg Gly Leu Pro Gly Leu Pro Gly Thr Pro 
645 650 655 

Gly Thr Pro Gly Asn Asp Gly Val Pro Gly Arg Asp Gly Lys Pro Gly 
660 665 670 

Leu Pro Gly Pro Pro Gly Asp Pro lie Ala Leu Pro Leu Leu Gly Asp 
675 680 685 

lie Gly Ala Leu Leu Lys Asn Phe Cys Gly Asn Cys Gin Ala Ser Val 
690 695 700 

Pro Gly Leu Lys Ser Asn Lys Gly Glu Glu Gly Gly Ala Gly Glu Pro 
705 710 715 720 
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Gly Lys Tyr Asp Ser Met Ala Arg Lys Gly Asp He Gly Pro Arg Gly 
725 730 735 



Pro Pro Gly He Pro Gly Arg Glu Gly Pro Lys Gly Ser Lys Gly Glu 
740 745 750 

Arg Gly Tyr Pro Gly He Pro Gly Glu Lys Gly Asp Glu Gly Leu Gin 
755 760 765 

Gly He Pro Gly He Pro Gly Ala Pro Gly Pro Thr Gly Pro Pro Gly 
770 775 780 

Leu Met Gly Arg Thr Gly His Pro Gly Pro Thr Gly Ala Lys Gly Glu 
785 790 795 800 

Lys Gly Ser Asp Gly Pro Pro Gly Lys Pro Gly Pro Pro Gly Pro Pro 
805 810 815 

Gly lie Pro Phe Asn Glu Arg Asn Gly Met Ser Ser Leu Tyr Lys He 
820 825 830 

Lys Gly Gly Val Asn Val Pro Ser Tyr Pro Gly Pro Pro Gly Pro Pro 
835 840 845 

Gly Pro Lys Gly Asp Pro Gly Pro Val Gly Glu Pro Gly Ala Met Gly 
850 855 860 

Leu Pro Gly Leu Glu Gly Phe Pro Gly Val Lys Gly Asp Arg Gly Pro 
865 870 875 880 

Ala Gly Pro Pro Gly He Ala Gly Met Ser Gly Lys Pro Gly Ala Pro 
885 890 895 

Gly Pro Pro Gly Val Pro Gly Glu Pro Gly Glu Arg Gly Pro Val Gly 
900 905 910 

Asp He Gly Phe Pro Gly Pro Glu Gly Pro Ser Gly Lys Pro Gly He 
915 920 925 

Asn Gly Lys Asp Gly He Pro Gly Ala Gin Gly He Met Gly Lys Pro 
930 935 940 

Gly Asp Arg Gly Pro Lys Gly Glu Arg Gly Asp Gin Gly He Pro Gly 
945 950 955 960 

Asp Arg Gly Ser Gin Gly Glu Arg Gly Lys Pro Gly Leu Thr Gly Met 
965 970 975 

Lys Gly Ala He Gly Pro Met Gly Pro Pro Gly Asn Lys Gly Ser Met 
980 985 990 

Gly Ser Pro Gly His Gin Gly Pro Pro Gly Ser Pro Gly He Pro Gly 
995 1000 1005 

He Pro Ala Asp Ala Val Ser Phe Glu Glu He Lys Lys Tyr He Asn 
1010 1015 1020 
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Gin Glu Val Leu Arg lie Phe Glu Glu Arg Met Ala Val Phe Leu Ser 
1025 1030 1035 1040 



Gin Leu Lys Leu Pro Ala Ala Met Leu Ala Ala Gin Ala Tyr Gly Arg 
1045 1050 1055 

Pro Gly Pro Pro Gly Lys Asp Gly Leu Pro Gly Pro Pro Gly Asp Pro 
1060 1065 1070 

Gly Pro Gin Gly Tyr Arg Gly Gin Lys Gly Glu Arg Gly Glu Pro Gly 
1075 1080 1085 

lie Gly Leu Pro Gly Ser Pro Gly Leu Pro Gly Thr Ser Ala Leu Gly 
1090 1095 1100 

Leu Pro Gly Ser Pro Gly Ala Pro Gly Pro Gin Gly Pro Pro Gly Pro 
1105 1110 1115 1120 

Ser Gly Arg Cys Asn Pro Glu Asp Cys Leu Tyr Pro Val Ser His Ala 
1125 1130 1135 

His Gin Arg Thr Cys Gly Asn 
1140 



<210> 96 
<211> 100 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthetic 
polypeptide 

<400> 96 

Met Gly Met Met Cys Gly Ala Pro Ser Ala Thr Gin Pro Ala Thr Ala 
15 10 15 

Glu Thr Gin His lie Ala Asp Gin Val Arg Ser Gin Leu Glu Glu Lys 
20 25 30 

Tyr Asn Lys Lys Phe Pro Val Phe Lys Ala Val Ser Phe Lys Ser Gin 
35 40 45 

Val Val Ala Gly Thr Asn Tyr Phe lie Lys Val His Val Gly Asp Glu 
50 55 60 

Asp Phe Val His Leu Arg Val Phe Gin Ser Leu Pro His Glu Asn Lys 
65 70 75 80 

Pro Leu Thr Leu Ser Asn Tyr Gin Thr Asn Lys Ala Lys His Asp Glu 
85 90 95 

Leu Thr Tyr Phe 
100 
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<210> 97 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Met Met Cys Gly Ala Pro Ser Ala Thr Gin Pro Ala Thr Ala Glu Thr 
15 10 15 

Gin His lie Ala Asp Gin Val Arg Ser Gin Leu Glu Glu Lys Glu Asn 
20 25 30 

Lys Lys Phe Pro Val Phe Lys Ala Val Ser Phe Lys Ser Gin Val Val 
35 40 45 

Ala Gly Thr Asn Tyr Phe lie Lys Val His Val Gly Asp Glu Asp Phe 
50 55 60 

Val His Leu Arg Val Phe Gin Ser Leu Pro His Glu Asn Lys Pro Leu 
65 70 75 80 

Thr Leu Ser Asn Tyr Gin Thr Asn Lys Ala Lys His Asp Glu Leu Thr 
85 90 95 

Tyr Phe 



<210> 98 
<211> 98 
<212> PRT 

<213> Orycctolagus cuni cuius 
<400> 98 

Met Met Cys Gly Ala Pro Ser Pro Ala Gin Ala Ala Thr Ala Glu Thr 
15 10 15 

Gin Asp lie Ala Asp Gin Val Lys Ala Gin Leu Glu Glu Lys Glu Asn 
20 25 30 

Cys Lys Phe Asp Val Phe Lys Gly Met Ser Phe Lys Ser Gin Val Val 
35 40 45 

Ala Gly Thr Asn Tyr Phe lie Lys Val His Val Gly Asp Asp Arg Phe 
50 55 60 

lie His Leu Arg Val Phe Arg Ser Leu Pro His Glu Asn Lys Pro Leu 
65 70 75 80 

Ser Leu Ala Val Tyr Gin Ala Asn Lys Gly Glu His Asp Glu Leu Thr 
85 90 95 



Tyr Phe 



<210> 99 
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<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Met Met Cys Gly Ala Pro Ser Ala Thr Gin Pro Ala Thr Ala Glu Thr 
15 10 15 

Gin His lie Ala Asp Gin Val Arg Ser Gin Leu Glu Glu Lys Tyr Asn 
20 25 30 

Lys Lys Phe Pro Val Phe Lys Ala Val Ser Phe Lys Ser Gin Val Val 
35 40 45 

Ala Gly Thr Asn Tyr Phe He Lys Val His Val Gly Asp Glu Asp Phe 
50 55 60 

Val His Leu Arg Val Phe Gin Ser Leu Pro His Glu Asn Lys Pro Leu 
65 70 75 80 

Thr Leu Ser Asn Tyr Gin Thr Asn Lys Ala Lys His Asp Glu Leu Thr 
85 90 95 

Tyr Phe 



<210> 100 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Met Met Ser Gly Ala Pro Ser Ala Thr Gin Pro Ala Thr Ala Glu Thr 
! 5 10 15 

Gin His He Ala Asp Gin Val Arg Ser Gin Leu Glu Glu Lys Tyr Asn 
20 25 30 

Lys Lys Phe Pro Val Phe Lys Ala Val Ser Phe Lys Ser Gin Val Val 
35 40 45 

Ala Gly Thr Asn Tyr Phe He Lys Val His Val Gly Asp Glu Asp Phe 
50 55 60 

Val His Leu Arg Val Phe Gin Ser Leu Pro His Glu Asn Lys Pro Leu 
65 70 75 80 

Thr Leu Ser Asn Tyr Gin Thr Asn Lys Ala Lys His Asp Glu Leu Thr 
85 90 95 

Tyr Phe 



<210> 101 
<211> 370 
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<212> PRT 

<213> Rattus norvegicus 
<400> 101 

Met Glu Val Ser Asn Leu Ser Gly Ala Thr Pro Gly He Ala Phe Pro 
15 10 15 

Pro Gly Pro Glu Ser Cys Ser Asp Ser Pro Ser Ser Gly Arg Ser Met 
20 25 30 

Gly Ser Thr Pro Gly Gly Leu He Leu Ser Gly Arg Glu Pro Pro Phe 
35 40 45 

Ser Ala Phe Thr Val Leu Val Val Thr Leu Leu Val Leu Leu He Ala 
50 55 60 

Ala Thr Phe Leu Trp Asn Leu Leu Val Leu Val Thr He Leu Arg Val 
65 70 75 80 

Arg Ala Phe His Arg Val Pro His Asn Leu Val Ala Ser Thr Ala Val 
85 ^ 90 95 

Ser Asp Val Leu Val Ala Ala Leu Val Met Pro Leu Ser Leu Val Ser 
100 105 HO 

Glu Leu Ser Ala Gly Arg Arg Trp Gin Leu Gly Arg Ser Leu Cys His 
115 120 125 

Val Trp He Ser Phe Asp Val Leu Cys Cys Thr Ala Ser He Trp Asn 
130 135 140 

Val Ala Ala He Ala Leu Asp Arg Tyr Trp Thr He Thr Arg His Leu 
145 150 155 160 

Gin Tyr Thr Leu Arg Thr Arg Arg Arg Ala Ser Ala Leu Met He Ala 
165 170 175 

He Thr Trp Ala Leu Ser Ala Leu He Ala Leu Ala Pro Leu Leu Phe 
180 185 190 

Gly Trp Gly Glu Ala Tyr Asp Ala Arg Leu Gin Arg Cys Gin Val Ser 
195 200 205 

Gin Glu Pro Ser Tyr Ala Val Phe Ser Thr Cys Gly Ala Phe Tyr Val 
210 215 220 

Pro Leu Ala Val Val Leu Phe Val Tyr Trp Lys He Tyr Lys Ala Ala 
225 230 235 240 

Lys Phe Arg Phe Gly Arg Arg Arg Arg Ala Val Val Pro Leu Pro Ala 
245 250 255 

Thr Thr Gin Ala Lys Glu Ala Pro Gin Glu Ser Glu Thr Val Phe Thr 
260 265 270 

Ala Arg Cys Arg Ala Thr Val Ala Phe Gin Thr Ser Gly Asp Ser Trp 
275 280 285 
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Arg Glu Gin Lys Glu Lys Arg Ala 
290 ' 295 

Gly Val Phe Val Leu Cys Trp lie 
305 310 

Ser Pro Leu Cys Ala Cys Ser Leu 
325 

Leu Trp Leu Gly Tyr Ser Asn Ser 
340 

Ala Phe Asn Lys Asn Tyr Asn Asn 
355 360 

Gin Arg 
370 



Ala Met Met Val Gly lie Leu lie 
300 

Pro Phe Phe Leu Thr Glu Leu Val 
315 320 

Pro Pro lie Trp Lys Ser lie Phe 
330 335 

Phe Phe Asn Pro Leu lie Tyr Thr 
345 350 

Ala Phe Lys Ser Leu Phe Thr Lys 
365 



<210> 102 
<211> 370 
<212> PRT 

<213> Mus musculus 



<400> 102 
Met Glu Val Ser 
1 

Pro Gly Pro Glu 
20 

Gly Ser Thr Pro 
35 

Ser Ala Phe Thr 
50 

Ala Thr Phe Leu 
65 

Arg Ala Phe His 



Ser Asp Val Leu 
100 

Glu Leu Ser Ala 
115 

Val Trp lie Ser 
130 

Val Ala Ala lie 
145 

Gin Tyr Thr Leu 



Asn Leu Ser Gly 
5 

Ser Cys Ser Asp 



Gly Gly Leu lie 
40 

Val Leu Val Val 
55 

Trp Asn Leu Leu 
70 

Arg Val Pro His 
85 

Val Ala Val Leu 



Gly Arg Arg Trp 
120 

Phe Asp Val Leu 
135 

Ala Leu Asp Arg 
150 

Arg Thr Arg Ser 



Ala Thr Pro Gly 
10 

Ser Pro Ser Ser 
25 

Leu Pro Gly Arg 



Thr Leu Leu Val 
60 

Val Leu Val Thr 
75 

Asn Leu Val Ala 
90 

Val Met Pro Leu 
105 

Gin Leu Gly Arg 



Cys Cys Thr Ala 
140 

Tyr Trp Thr lie 
155 

Arg Ala Ser Ala 



Leu Ala Phe Pro 
15 

Gly Arg Ser Met 
30 

Glu Pro Pro Phe 
45 

Leu Leu lie Ala 



lie Leu Arg Val 
80 

Ser Thr Ala Val 
95 

Ser Leu Val Ser 
110 

Ser Leu Cys His 
125 

Ser lie Trp Asn 



Thr Arg His Leu 
160 

Leu Met lie Ala 
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165 170 175 

lie Thr Trp Ala Leu Ser Ala Leu lie Ala Leu Ala Pro Leu Leu Phe 
180 185 190 

Gly Trp Gly Glu Ala Tyr Asp Ala Arg Leu Gin Arg Cys Gin Val Ser 
195 200 205 

Gin Glu Pro Ser Tyr Ala Val Phe Ser Thr Cys Gly Ala Phe Tyr Leu 
210 215 220 

Pro Leu Ala Val Val Leu Phe Val Tyr Trp Lys lie Tyr Lys Ala Ala 
225 230 235 240 

Lys Phe Arg Phe Gly Arg Arg Arg Arg Ala Val Val Pro Leu Pro Ala 
245 250 255 

Thr Thr Gin Ala Lys Glu Ala Pro Pro Glu Ser Glu Met Val Phe Thr 
260 265 270 

Ala Arg Arg Arg Ala Thr Val Thr Phe Gin Thr Ser Gly Asp Ser Trp 
275 280 285 

Arg Glu Gin Lys Glu Lys Arg Ala Ala Met Met Val Gly He Leu He 
290 295 300 

Gly Val Phe Val Leu Cys Trp He Pro Phe Phe Leu Thr Glu Leu He 
305 310 315 320 

Ser Pro Leu Cys Ala Cys Ser Leu Pro Pro He Trp Lys Ser He Phe 
325 330 335 

Leu Trp Leu Gly Tyr Ser Asn Ser Phe Phe Asn Pro Leu He Tyr Thr 
340 345 350 

Ala Phe Asn Lys Asn Tyr Asn Asn Ala Phe Lys Ser Leu Phe Thr Lys 
355 360 365 

Gin Arg 
370 



<210> 103 
<211> 369 
<212> PRT 
<213> Rattus 



norvegicus 



<400> 103 

Met Glu Val Ser Asn Leu Ser Gly 
1 5 

Pro Gly Pro Glu Ser Cys Ser Asp 
20 

Gly Ser Thr Pro Gly Gly Leu He 
35 40 



Ala Thr Pro Gly He Ala Phe Pro 
10 15 

Ser Pro Ser Ser Gly Arg Ser Met 
25 30 

Leu Ser Gly Arg Glu Pro Pro Phe 
45 
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Ser Ala Phe Thr Val Leu Val Val Thr Leu Leu Val Leu Leu lie Ala 
50 55 60 

Ala Thr Phe Leu Trp Asn Leu Leu Val Leu Val Thr He Leu Arg Val 
65 70 75 80 

Arg Ala Phe His Arg Val Pro His Asn Leu Val Ala Ser Thr Ala Val 
85 90 95 

Ser Asp Val Leu Val Ala Ala Leu Val Met Pro Leu Ser Leu Val Ser 
100 105 HO 

Glu Leu Ser Ala Gly Arg Arg Trp Gin Leu Gly Arg Ser Leu Cys His 
115 120 125 

Val Trp He Ser Phe Asp Val Leu Cys Cys Thr Ala Ser He Trp Asn 
130 135 140 

Val Ala Ala He Ala Leu Asp Arg Tyr Trp Thr He Thr Arg His Leu 
145 150 155 160 

Gin Tyr Thr Leu Arg Thr Arg Arg Arg Ala Ser Ala Leu Met He Ala 
165 170 175 

Thr Trp Ala Leu Ser Ala Leu He Ala Leu Ala Pro Leu Leu Phe Gly 
180 185 190 

Trp Gly Glu Ala Tyr Asp Ala Arg Leu Gin Arg Cys Gin Val Ser Gin 
195 200 205 

Glu Pro Ser Tyr Ala Val Phe Ser Thr Cys Gly Ala Phe Tyr Val Pro 
210 215 220 

Leu Ala Val Val Leu Phe Val Tyr Trp Lys He Tyr Lys Ala Ala Lys 
225 230 235 240 

Phe Arg Phe Gly Arg Arg Arg Arg Ala Val Val Pro Leu Pro Ala Thr 
245 250 255 

Thr Gin Ala Lys Glu Ala Pro Gin Glu Ser Glu Thr Val Phe Thr Ala 
260 265 270 

Arg Cys Arg Ala Thr Val Ala Phe Gin Thr Ser Gly Asp Ser Trp Arg 
275 280 285 

Glu Gin Lys Glu Lys Arg Ala Ala Met Met Val Gly He Leu He Gly 
290 295 300 

Val Phe Val Leu Cys Trp He Pro Phe Phe Leu Thr Glu Leu Val Ser 
305 310 315 320 

Pro Leu Cys Ala Cys Ser Leu Pro Pro He Trp Lys Ser He Phe Leu 
325 330 335 

Trp Leu Gly Tyr Ser Asn Ser Phe Phe Asn Pro Leu He Tyr Thr Ala 
340 345 350 
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Phe Asn Lys Asn Tyr Asn Asn Ala Phe Lys Ser Leu Phe Thr Lys Gin 
355 360 365 



Arg 



<210> 104 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Asp Leu Pro Val Asn Leu Thr Ser Phe Ser Leu Ser Thr Pro Ser 
15 10 15 

Pro Leu Glu Thr Asn His Ser Leu Gly Lys Asp Asp Leu Arg Pro Ser 
20 25 30 

Ser Pro Leu Leu Ser Val Phe Gly Val Leu lie Leu Thr Leu Leu Gly 
35 40 45 

Phe Leu Val Ala Ala Thr Phe Ala Trp Asn Leu Leu Val Leu Ala Thr 
50 55 60 

He Leu Arg Val Arg Thr Phe His Arg Val Pro His Asn Leu Val Ala 
65 70 75 80 

Ser Met Ala Val Ser Asp Val Leu Val Ala Ala Leu Val Met Pro Leu 
85 90 95 



Ser Leu Val His 
100 

Leu Cys Gin Leu 
115 

He Trp Asn Val 
130 

Arg His Met Glu 
145 

Met He Ala Leu 



Leu Leu Phe Gly 
180 

Gin Val Ser Arg 
195 

Phe Tyr Leu Pro 
210 

Lys Ala Ala Lys 
225 



Glu Leu Ser Gly 



Trp He Ala Cys 
120 

Thr Ala He Ala 
135 

Tyr Thr Leu Arg 
150 

Thr Trp Ala Leu 
165 

Trp Gly Glu Thr 



Glu Pro Ser Tyr 
200 

Leu Cys Val Val 
215 

Phe Arg Val Gly 
230 



Arg Arg Trp Gin 
105 

Asp Val Leu Cys 



Leu Asp Arg Tyr 
140 

Thr Arg Lys Cys 
155 

Ser Ala Val He 
170 

Tyr Ser Glu Gly 
185 

Ala Val Phe Ser 



Leu Phe Val Tyr 
220 

Ser Arg Lys Thr 
235 



Leu Gly Arg Arg 
110 

Cys Thr Ala Ser 
125 

Trp Ser He Thr 



Val Ser Asn Val 
160 

Ser Leu Ala Pro 
175 

Ser Glu Glu Cys 
190 

Thr Val Gly Ala 
205 

Trp Lys He Tyr 



Asn Ser Val Ser 
240 
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Pro lie Ser Glu 



Met Val Phe Thr 
260 

Asp Thr Trp Arg 
275 

lie Leu lie Gly 
290 

Glu Leu lie Ser 
305 

Ser lie Phe Leu 



lie Tyr Thr Ala 
340 



Ala Val Glu Val 
245 

Val Arg His Ala 



Glu Gin Lys Glu 
280 

Val Phe Val Leu 
295 

Pro Leu Cys Ser 
310 

Trp Leu Gly Tyr 
325 

Phe Asn Lys Asn 



Lys Asp Ser Ala 
250 

Thr Val Thr Phe 
265 

Gin Arg Ala Ala 



Cys Trp lie Pro 
300 

Cys Asp lie Pro 
315 

Ser Asn Ser Phe 
330 

Tyr Asn Ser Ala 
345 



Lys Gin Pro Gin 
255 

Gin Pro Glu Gly 
270 

Leu Met Val Gly 
285 

Phe Phe Leu Thr 



Ala lie Trp Lys 
320 

Phe Asn Pro Leu 
335 

Phe Lys Asn Phe 
350 



Phe Ser Arg Gin His 
355 



<210> 105 
<211> 357 
<212> PRT 
<213> Rattus 



norvegicus 



<400> 105 
Met Asp Leu Pro 
1 

Thr Leu Glu Pro 
20 

Gin Ser Phe Leu 
35 

Phe Leu Ala Ala 
50 

lie Leu Arg Val 
65 

Ser Met Ala lie 



Ser Leu Val His 
100 

Leu Cys Gin Leu 
115 

lie Trp Asn Val 



lie Asn Leu Thr 
5 

Asn Arg Ser Leu 



Ser Ala Phe Arg 
40 

Ala Thr Phe Thr 

55 

Arg Thr Phe His 
70 

Ser Asp Val Leu 
85 

Glu Leu Ser Gly 



Trp lie Ala Cys 
120 

Thr Ala He Ala 



Ser Phe Ser Leu 
10 

Asp Thr Glu Ala 
25 

Val Leu Val Leu 



Trp Asn Leu Leu 
60 

Arg Val Pro His 
75 

Val Ala Val Leu 
90 

Arg Arg Trp Gin 
105 

Asp Val Leu Cys 



Leu Asp Arg Tyr 



Ser Thr Pro Ser 
15 

Leu Arg Thr Ser 
30 

Thr Leu Leu Gly 
45 

Val Leu Ala Thr 



Asn Leu Val Ala 
80 

Val Met Pro Leu 
95 

Leu Gly Arg Arg 
110 

Cys Thr Ala Ser 
125 

Trp Ser He Thr 
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130 135 140 

Arg His Leu Glu Tyr Thr Leu Arg Ala Arg Lys Arg Val Ser Asn Val 
145 150 155 160 

Met lie Leu Leu Thr Trp Ala Leu Ser Ala Val lie Ser Leu Ala Pro 
165 170 175 

Leu Leu Phe Gly Trp Gly Glu Thr Tyr Ser Glu Leu Ser Glu Glu Cys 
180 185 190 

Gin Val Ser Arg Glu Pro Ser Tyr Thr Val Phe Ser Thr Val Gly Ala 
195 200 205 

Phe Tyr Leu Pro Leu Cys Val Val Leu Phe Val Tyr Trp Lys lie Tyr 
210 215 220 

Lys Ala Ala Lys Phe Arg Met Gly Ser Arg Lys Thr Asn Ser Val Ser 
225 230 235 240 

Pro lie Pro Glu Ala Val Glu Val Lys Asp Ala Ser Gin His Pro Gin 
245 250 255 

Met Val Phe Thr Val Arg His Ala Thr Val Thr Phe Gin Thr Glu Gly 
260 265 270 

Asp Thr Trp Arg Glu Gin Lys Glu Gin Arg Ala Ala Leu Met Val Gly 
275 280 285 

lie Leu lie Gly Val Phe Val Leu Cys Trp Phe Pro Phe Phe Val Thr 
290 295 300 

Glu Leu lie Ser Pro Leu Cys Ser Trp Asp lie Pro Ala Leu Trp Lys 
305 310 315 320 

Ser lie Phe Leu Trp Leu Gly Tyr Ser Asn Ser Phe Phe Asn Pro Leu 
325 330 335 

lie Tyr Thr Ala Phe Asn Arg Ser Tyr Ser Ser Ala Phe Lys Val Phe 
340 345 350 

Phe Ser Lys Gin Gin 
355 



<210> 106 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Ala Thr Ser Phe Pro lie Ala Leu lie Tyr Leu Val Leu lie Ala Val 
15 10 15 

Gly Gin Asn Tyr Met Lys Glu Arg Lys Gly Phe Asn Leu Gin Gly Pro 
20 25 30 
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Leu He Leu Trp Ser Phe Cys Leu Ala He Phe Ser He Leu Gly Ala 
35 40 45 

Val Arg Met Trp Gly He Met Gly Thr Val Leu Leu Thr Gly Gly Leu 
50 55 60 

Lys Gin Thr Val Cys Phe He Asn Phe He Asp Asn Ser Thr Val Lys 
65 70 75 80 

Phe Trp Ser Trp Val Phe Leu Leu Ser Lys Val He Glu Leu Gly Asp 
85 90 95 

Thr Ala Phe He He Leu Arg Lys Arg Pro Leu He Phe He His Trp 
100 105 110 

Tyr His His Ser Thr Val Leu Val Tyr Thr Ser Phe Gly Tyr Lys Asn 
115 120 125 

Lys Val Pro Ala Gly Gly Trp Phe Val Thr Met Asn Phe Gly Val His 
130 135 140 

Ala He Met Tyr Thr Tyr Tyr Thr Leu Lys Ala Ala Asn Val Lys Pro 
145 150 155 160 

Pro Lys Met Leu Pro Met Leu He Thr Ser Leu Gin He Leu Gin Met 
165 170 175 

Phe Val Gly Ala He Val Ser He Leu Thr Tyr He Trp Arg Gin Asp 
180 185 190 

Gin Gly Cys His Thr Thr Met Glu His Leu Phe Trp Ser Phe He Leu 
195 200 205 

Tyr Met Thr Tyr Phe He Leu Phe Ala His Phe Phe Cys' Gin Thr Tyr 
210 215 220 

He Arg Pro Lys Val Lys Ala Lys Thr Lys Ser Gin 
225 230 235 



<210> 107 
<211> 271 
<212> PRT 

<213> Mus musculus 
<400> 107 

Met Asp Thr Ser Met Asn Phe Ser Arg Gly Leu Lys Met Asp Leu Met 
15 10 15 

Gin Pro Tyr Asp Phe Glu Thr Phe Gin Asp Leu Arg Pro Phe Leu Glu 
20 25 30 

Glu Tyr Trp Val Ser Ser Phe Leu He Val Val Val Tyr Leu Leu Leu 
35 40 45 

He Val Val Gly Gin Thr Tyr Met Arg Thr Arg Lys Ser Phe Ser Leu 
50 55 60 
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Gin Arg Pro Leu lie Leu Trp Ser Phe Phe Leu Ala He Phe Ser He 
65 70 75 80 

Leu Gly Thr Leu Arg Met Trp Lys Phe Met Ala Thr Val Met Phe Thr 
85 90 95 

Val Gly Leu Lys Gin Thr Val Cys Phe Ala He Tyr Thr Asp Asp Ala 
100 105 HO 

Val Val Arg Phe Trp Ser Phe Leu Phe Leu Leu Ser Lys Val Val Glu 
115 120 125 

Leu Gly Asp Thr Ala Phe He He Leu Arg Lys Arg Pro Leu He Phe 
130 135 140 

Val His Trp Tyr His His Ser Thr Val Leu Leu Phe Thr Ser Phe Gly 
145 150 155 160 

Tyr Lys Asn Lys Val Pro Ser Gly Gly Trp Phe Met Thr Met Asn Phe 
165 170 175 

Gly Val His Ser Val Met Tyr Thr Tyr Tyr Thr Met Lys Ala Ala Lys 
180 185 190 

Leu Lys His Pro Asn Leu Leu Pro Met Val He Thr Ser Leu Gin He 
195 200 205 

Leu Gin Met Val Leu Gly Thr He Phe Gly He Leu Asn Tyr He Trp 
210 215 220 

Arg Gin Glu Lys Gly Cys His Thr Thr Thr Glu His Phe Phe Trp Ser 
225 230 235 240 

Phe Met Leu Tyr Gly Thr Tyr Phe He Leu Phe Ala His Phe Phe His 
245 250 255 

Arg Ala Tyr Leu Arg Pro Lys Gly Lys Val Ala Ser Lys Ser Gin 
260 265 270 



<210> 108 
<211> 360 
<212> PRT 

<213> Mus musculus 
<220> 

<221> VARIANT 
<222> (19) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (41) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 
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<220> 

<221> VARIANT 
<222> (166) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<400> 108 

Pro Cys Cys Val Phe Pro Leu Phe Trp Val Phe Ala Gly Ala Trp Pro 
1 5 . 10 15 

Phe Cys Xaa Leu Leu Phe Phe Phe Phe Pro Asn His Gly Ala Gly Pro 
20 25 30 

Ala Arg Gly Gly Leu Val Cys Ser Xaa Val Pro Gly Ser Gly Ala Leu 
35 40 45 

Leu Leu He Leu His Phe Phe Leu Ser Trp Val Ser Ser Ser Leu Gly 
50 55 60 

Pro Pro Pro Ser Ser Ser Ser Leu Ala Leu Ala Pro Leu Pro Ser Pro 
65 70 75 80 

Ser Ser Val Pro Arg Arg Leu Arg Gly Arg Gly Gly His Leu Pro Gly 
85 90 95 

Phe Leu Pro Arg Val Trp Leu Gly Leu Cys Pro Leu Trp Leu Arg Asp 
100 105 HO 

Val Ser Gly Leu Trp Ala Leu Phe Gly Gly Val Leu Gly Ala Leu Leu 
115 120 125 

Ser Pro Cys Gly Arg Leu Ser Val Ala Pro Arg Cys Trp Pro Gly Leu 
130 135 140 

Pro Gly Gly Ala Gly Ala Leu Pro Leu Ala Glu Pro Leu He Leu Trp 
145 150 155 160 

Ser Phe Phe Leu Ala Xaa Phe Arg Phe Leu Gly Ala Leu Gly Val Trp 
165 170 175 

Lys Phe Met Ala Thr Val Met Phe Thr Val Gly Leu Lys Gin Thr Val 
180 185 190 

Cys Phe Ala Leu Tyr Thr Asp Asp Ala Val Val Arg Phe Trp Ser Phe 
195 200 205 

Leu Phe Leu Leu Ser Lys Val Val Glu Leu Gly Asp Thr Ala Phe He 
210 215 220 

He Leu Arg Lys Arg Pro Leu He Phe Val His Trp Tyr His His Ser 
225 230 235 240 

Thr Val Leu Leu Phe Thr Ser Phe Gly Tyr Lys Asn Lys Val Pro Ser 
245 250 255 

Gly Gly Trp Phe Met Thr Met Asn Phe Gly Val His Ser Val Met Tyr 
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260 



265 



270 



Thr Tyr Tyr Thr Met Lys Ala Ala Lys Leu Lys His Pro Asn Leu Leu 
275 280 285 

Pro Met Val lie Thr Ser Leu Gin lie Leu Gin Met Val Leu Gly Thr 
290 295 300 

lie Phe Gly lie Leu Asn Tyr lie Trp Arg Gin Glu Lys Gly Cys His 
305 310 315 320 

Thr Thr Thr Glu His Phe Phe Trp Ser Phe Met Leu Tyr Gly Thr Tyr 
325 330 335 

Phe lie Leu Phe Ala His Phe Phe His Arg Ala Tyr Leu Arg Pro Lys 
340 345 350 

Gly Lys Val Ala Ser Lys Ser Gin 
355 360 



<210> 109 
<211> 265 
<212> PRT 

<213> Homo sapiens 



<400> 109 
Met Asn Met Ser 
1 

Phe Asn Glu Asn 
20 

Ser Phe Leu Phe 
35 

His Leu Met Asn 
50 

Leu Trp Ser Leu 
65 

Thr Gly Ala Tyr 



Ser Val Cys Asp 
100 

Ala Tyr Ala Phe 
115 

Phe lie lie Leu 
130 

His lie Thr Val 
145 



Val Leu Thr Leu 
5 

Glu Ala lie Gin 



Ser Ala Leu Tyr 
40 

Lys Arg Ala Lys 
55 

Thr Leu Ala Val 
70 

Met Val Tyr lie 
85 

Gin Gly Phe Tyr 



Val Leu Ser Lys 
120 

Arg Lys Gin Lys 
135 

Leu Leu Tyr Ser 
150 



Gin Glu Tyr Glu 
10 

Trp Met Gin Glu 
25 

Ala Ala Phe lie 



Phe Glu Leu Arg 
60 

Phe Ser lie Phe 
75 

Leu Met Thr Lys 
90 

Asn Gly Pro Val 
105 

Ala Pro Glu Leu 



Leu lie Phe Leu 
140 

Trp Tyr Ser Tyr 
155 



Phe Glu Lys Gin 
15 

Asn Trp Lys Lys 
30 

Phe Gly Gly Arg 
45 

Lys Pro Leu Val 



Gly Ala Leu Arg 
80 

Gly Leu Lys Gin 
95 

Ser Lys Phe Trp 
110 

Gly Asp Thr lie 
125 

His Trp Tyr His 



Lys Asp Met Val 
160 
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Ala Gly Gly Gly 



Met Tyr Ser Tyr 
180 

Lys Phe Ala Met 
195 

Gly Cys Val Val 
210 

Cys His Ser His 
225 

Ser Tyr Leu Val 



Lys Met Arg Lys 
260 



Trp Phe Met Thr 
165 

Tyr Ala Leu Arg 



Phe lie Thr Leu 
200 

Asn Tyr Leu Val 
215 

Phe Gin Asn lie 
230 

Leu Phe Cys His 
245 

Thr Thr Lys Ala 



Met Asn Tyr Gly 
170 

Ala Ala Gly Phe 
185 

Ser Gin lie Thr 



Phe Cys Trp Met 
220 

Phe Trp Ser Ser 
235 

Phe Phe Phe Glu 
250 

Glu 
265 



Val His Ala Val 
175 

Arg Val Ser Arg 
190 

Gin Met Leu Met 
205 

Gin His Asp Gin 



Leu Met Tyr Leu 
240 

Ala Tyr lie Gly 
255 



<210> 110 
<211> 267 
<212> PRT 

<213> Mus musculus 
<400> 110 

Met Asn Met Ser Val Leu Thr Leu Gin Glu Tyr Glu Phe Glu Lys Gin 
15 10 15 

Phe Asn Glu Asn Glu Ala lie Gin Trp Met Gin Glu Asn Trp Lys Lys 
20 25 30 

Ser Phe Leu Phe Ser Ala Leu Tyr Ala Ala Phe lie Phe Gly Gly Arg 
35 40 45 

His Leu Met Asn Lys Arg Ala Lys Phe Glu Leu Arg Lys Pro Leu Val 
50 55 60 

Leu Trp Ser Leu Thr Leu Ala Val Phe Ser lie Phe Gly Ala Leu Arg 
65 70 75 80 

Thr Gly Ala Tyr Met Leu Tyr lie Leu Met Thr Lys Gly Leu Lys Gin 
85 90 95 

Ser Val Cys Asp Gin Ser Phe Tyr Asn Gly Pro Val Ser Lys Phe Trp 
100 105 110 

Ala Tyr Ala Phe Val Leu Ser Lys Ala Pro Glu Leu Gly Asp Thr lie 
115 120 125 

Phe lie lie Leu Arg Lys Gin Lys Leu lie Phe Leu His Trp Tyr His 
130 135 140 

His lie Thr Val Leu Leu Tyr Ser Trp Tyr Ser Tyr Lys Asp Met Val 
145 150 155 160 
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Ala Gly Gly Gly 



Met Tyr Ser Tyr 
180 

Lys Phe Ala Met 
195 

Gly Cys Val He 
210 

Asp Gin Cys Tyr 
225 

Tyr Leu Ser Tyr 



He Gly Lys Val 
260 



Trp Phe Met Thr 
165 

Tyr Ala Leu Arg 



Phe He Thr Leu 
200 

Asn Tyr Leu Val 
215 

Ser His Phe Gin 
230 

Leu Val Leu Phe 
245 

Lys Lys Ala Thr 



Met Asn Tyr Gly 
170 

Ala Ala Gly Phe 
185 

Ser Gin He Thr 



Phe Asn Trp Met 
220 

Asn He Phe Trp 
235 

Cys His Phe Phe 
250 

Lys Ala Glu 
265 



Val His Ala Val 
175 

Arg Val Ser Arg 
190 

Gin Met Leu Met 
205 

Gin His Asp Asn 



Ser Ser Leu Met 
240 

Phe Glu Ala Tyr 
255 



<210> 111 
<211> 526 
<212> PRT 

<213> Homo sapiens 



<400> 111 
Met Ala His Tyr 
1 

Gin Asn Ser Val 
20 

Thr Ala Pro Thr 
35 

Gly Pro Glu Asn 
50 

Lys Asn Phe Asp 
65 

Tyr Ser Asp Tyr 



Gly Glu His Leu 
100 

Asn Thr Lys Thr 
115 

Ala Lys Ser Ser 
130 

Gly Lys Ser Gin 



He Thr Phe Leu 

5 

Leu Ala Glu Asp 



Asp Leu Val Phe 
40 

Phe Glu He Val 
55 

He Gly Pro Lys 
70 

Pro Val Leu Glu 
85 

Thr Ala Ala Val 



Gly Lys Ala He 
120 

Arg Phe Leu Thr 
135 

Asp Asp Val Lys 



Cys Met Val Leu 
10 

Gly Glu Val Arg 
25 

He Leu Asp Gly 



Lys Lys Trp Leu 
60 

Phe He Gin Val 
75 

He Pro Leu Gly 
90 

Glu Ser He Leu 
105 

Gin Phe Ala Leu 



Lys He Ala Val 
140 

Asp Ala Ala Gin 



Val Leu Leu Leu 
15 

Ser Ser Cys Arg 
30 

Ser Tyr Ser Val 
45 

Val Asn He Thr 



Gly Val Val Gin 
80 

Ser Tyr Asp Ser 
95 

Tyr Leu Gly Gly 
110 

Asp Tyr Leu Phe 
125 

Val Leu Thr Asp 



Ala Ala Arg Asp 
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145 



150 155 160 



Ser Lys He Thr Leu Phe Ala He Gly Val Gly Ser Glu Thr Glu Asp 
165 170 175 

Ala Glu Leu Arg Ala He Ala Asn Lys Pro Ser Ser Thr Tyr Val Phe 
180 185 190 

Tyr Val Glu Asp Tyr He Ala He Ser Lys He Arg Glu Val Met Lys 
195 200 205 

Gin Lys Leu Cys Glu Glu Ser Val Cys Pro Thr Arg He Pro Val Ala 
210 215 220 

Ala Arg Asp Glu Arg Gly Phe Asp He Leu Leu Gly Leu Asp Val Asn 
225 230 235 240 

Lys Lys Val Lys Lys Arg He Gin Leu Ser Pro Lys Lys He Lys Gly 
245 250 255 

Tyr Glu Val Thr Ser Lys Val Asp Leu Ser Glu Leu Thr Ser Asn Val 
260 265 270 

Phe Pro Glu Gly Leu Pro Pro Ser Tyr Val Phe Val Ser Thr Gin Arg 
275 280 285 

Phe Lys Val Lys Lys He Trp Asp Leu Trp Arg He Leu Thr He Asp 
290 295 300 

Gly Arg Pro Gin He Ala Val Thr Leu Asn Gly Val Asp Lys He Leu 
305 310 315 320 

Leu Phe Thr Thr Thr Ser Val He Asn Gly Ser Gin Val Val Thr Phe 
325 330 335 

Ala Asn Pro Gin Val Lys Thr Leu Phe Asp Glu Gly Trp His Gin He 
340 345 350 

Arg Leu Leu Val Thr Glu Gin Asp Val Thr Leu Tyr He Asp Asp Gin 
355 360 365 

Gin He Glu Asn Lys Pro Leu His Pro Val Leu Gly He Leu He Asn 
370 375 380 

Gly Gin Thr Gin He Gly Lys Tyr Ser Gly Lys Glu Glu Thr Val Gin 
385 390 395 400 

Phe Asp Val Gin Lys Leu Arg He Tyr Cys Asp Pro Glu Gin Asn Asn 
405 410 415 

Arg Glu Thr Ala Cys Glu He Pro Gly Phe Cys Leu Asn Gly Pro Ser 
420 425 430 

Asp Val Gly Ser Thr Pro Ala Pro Cys He Cys Pro Pro Gly Lys Pro 
435 440 445 

Gly Leu Gin Gly Pro Lys Gly Asp Pro Gly Leu Pro Gly Asn Pro Gly 
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450 455 

Tyr Pro Gly Gin Pro Gly Gin Asp 
465 470 

Leu Val lie Ser Gly lie Ser Gly 
485 

Gly Thr Pro Gly Val Pro Gly Ser 
500 

Leu Pro Gly Tyr Lys Gly Glu Pro 
515 520 



460 

Gly Lys Pro Val Ser Thr Glu Ser 
475 480 

lie Thr Gly Tyr Gin Gly lie Ala 
490 495 

Pro Gly lie Gin Gly Ala Arg Gly 
505 510 

Gly Arg Asp Gly Asp Lys 
525 



<210> 112 
<211> 496 
<212> PRT 

<213> Homo sapiens 
<400> 112 

Met Arg Val Leu Ser Gly Thr Ser Leu Met Leu Cys Ser Leu Leu Leu 
! 5 10 15 

Leu Leu Gin Ala Leu Cys Ser Pro Gly Leu Ala Pro Gin Ser Arg Gly 
20 25 30 

His Leu Cys Arg Thr Arg Pro Thr Asp Leu Val Phe Val Val Asp Ser 
35 40 45 

Ser Arg Ser Val Arg Pro Val Glu Phe Glu Lys Val Lys Val Phe Leu 
50 55 60 

Ser Gin Val lie Glu Ser Leu Asp Val Gly Pro Asn Ala Thr Arg Val 
65 70 75 80 

Gly Met Val Asn Tyr Ala Ser Thr Val Lys Gin Glu Phe Ser Leu Arg 
85 90 95 

Ala His Val Ser Lys Ala Ala Leu Leu Gin Ala Val Arg Arg lie Gin 
100 105 110 

Pro Leu Ser Thr Gly Thr Met Thr Gly Leu Ala lie Gin Phe Ala lie 
115 120 125 

Thr Lys Ala Phe Gly Asp Ala Glu Gly Gly Arg Ser Arg Ser Pro Asp 
130 135 140 

He Ser Lys Val Val He Val Val Thr Asp Gly Arg Pro Gin Asp Ser 
145 150 155 160 

Val Gin Asp Val Ser Ala Arg Ala Arg Ala Ser Gly Val Glu Leu Phe 
165 170 175 

Ala He Gly Val Gly Ser Val Asp Lys Ala Thr Leu Arg Gin He Ala 
180 185 190 
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Ser Glu Pro Gin Asp Glu His Val Asp Tyr Val Glu Ser Tyr Ser Val 
195 200 205 

He Glu Lys Leu Ser Arg Lys Phe Gin Glu Ala Phe Cys Val Val Ser 
210 215 220 

Asp Leu Cys Ala Thr Gly Asp His Asp Cys Glu Gin Val Cys He Ser 
225 230 235 240 

Ser Pro Gly Ser Tyr Thr Cys Ala Cys His Glu Gly Phe Thr Leu Asn 
245 250 255 

Ser Asp Gly Lys Thr Cys Asn Val Cys Ser Gly Gly Gly Gly Ser Ser 
260 265 270 

Ala Thr Asp Leu Val Phe Leu He Asp Gly Ser Lys Ser Val Arg Pro 
275 280 285 

Glu Asn Phe Glu Leu Val Lys Lys Phe He Ser Gin He Val Asp Thr 
290 295 300 

Leu Asp Val Ser Asp Lys Leu Ala Gin Val Gly Leu Val Gin Tyr Ser 
305 310 315 320 

Ser Ser Val Arg Gin Glu Phe Pro Leu Gly Arg Phe His Thr Lys Lys 
325 330 335 

Asp He Lys Ala Ala Val Arg Asn Met Ser Tyr Met Glu Lys Gly Thr 
340 345 350 

Met Thr Gly Ala Ala Leu Lys Tyr Leu He Asp Asn Ser Phe Thr Val 
355 360 • 365 

Ser Ser Gly Ala Arg Pro Gly Ala Gin Lys Val Gly He Val Phe Thr 
370 375 380 

Asp Gly Arg Ser Gin Asp Tyr He Asn Asp Ala Ala Lys Lys Ala Lys 
385 390 395 400 

Asp Leu Gly Phe Lys Met Phe Ala Val Gly Val Gly Asn Ala Val Glu 
405 410 415 

Asp Glu Leu Arg Glu He Ala Ser Glu Pro Val Ala Glu His Tyr Phe 
420 425 430 

Tyr Thr Ala Asp Phe Lys Thr He Asn Gin He Gly Lys Lys Leu Gin 
435 440 445 

Lys Lys He Cys Val Glu Glu Asp Pro Cys Ala Cys Glu Ser Leu Val 
450 455 460 

Lys Phe Gin Ala Lys Val Glu Gly Leu Leu Gin Ala Leu Thr Arg Lys 
465 470 475 480 

Leu Glu Ala Val Ser Lys Arg Leu Ala He Leu Glu Asn Thr Val Val 
485 490 495 
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<210> 113. 
<211> 500 
<212> PRT 

<213> Mus musculus 



<400> 113 

Met Lys Val Thr Ser Gly Pro Ala Ser Ala Leu Cys Ser Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Gin Val Pro Asp Ser Leu Ser Leu Val Pro 
20 25 30 

Gin Pro Arg Gly His Leu Cys Arg Thr Arg Pro Thr Asp Leu Val Phe 
35 40 45 

Val Val Asp Ser Ser Arg Ser Val Arg Pro Val Glu Phe Glu Lys Val 
50 55 60 

Lys Val Phe Leu Ser Gin Val He Glu Ser Leu Asp Val Gly Pro Asn 
65 70 75 80 

Ala Thr Arg Val Gly Leu Val Asn Tyr Ala Ser Thr Val Lys Pro Glu 
85 90 95 

Phe Pro Leu Arg Ala His Gly Ser Lys Ala Ser Leu Leu Gin Ala Val 
100 105 HO 

Arg Arg He Gin Pro Leu Ser Thr Gly Thr Met Thr Gly Leu Ala Leu 
115 120 125 

Gin Phe Ala He Thr Lys Ala Leu Ser Asp Ala Glu Gly Gly Arg Ala 
130 135 140 

Arg Ser Pro Asp He Ser Lys Val Val He Val Val Thr Asp Gly Arg 
145 150 155 160 

Pro Gin Asp Ser Val Arg Asp Val Ser Glu Arg Ala Arg Ala Ser Gly 
165 170 175 

He Glu Leu Phe Ala He Gly Leu Gly Arg Val Asp Lys Ala Thr Leu 
180 185 190 

Arg Gin He Ala Ser Glu Pro Gin Asp Glu His Val Asp Tyr Val Glu 
195 200 205 

Ser Tyr Asn Val He Glu Lys Leu Ala Lys Lys Phe Gin Glu Ala Phe 
210 215 220 

Cys Val Val Ser Asp Leu Cys Ala Thr Gly Asp His Asp Cys Glu Gin 
225 230 235 240 

Leu Cys Val Ser Ser Pro Gly Ser Tyr Thr Cys Ala Cys His Glu Gly 
245 250 255 
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Phe Thr Leu Asn Ser Asp Gly Lys Thr Cys Asn Val Cys Arg Gly Gly 
260 265 270 



Gly Ser Gly Ser Ala Thr Asp Leu Val Phe Leu lie Asp Gly Ser Lys 
275 280 285 

Ser Val Arg Pro Glu Asn Phe Glu Leu Val Lys Lys Phe lie Asn Gin 
290 295 300 

lie Val Asp Thr Leu Asp Val Ser Asp Arg Leu Ala Gin Val Gly Leu 
305 310 315 320 

Val Gin Tyr Ser Ser Ser lie Arg Gin Glu Phe Pro Leu Gly Arg Phe 
325 330 335 

His Ser Lys Lys Asp lie Lys Ala Arg Val Arg Asn Met Ser Tyr Met 
340 345 350 

Glu Lys Gly Thr Met Thr Gly Ala Ala Leu Lys Tyr Leu lie Asp Asn 
355 360 365 

Ser Phe Thr Val Ser Ser Gly Ala Arg Pro Gly Ala Gin Lys Val Gly 
370 375 380 

lie Val Phe Thr Asp Gly Arg Ser Gin Asp Tyr lie Asn Asp Ala Ala 
385 390 395 400 

Arg Lys Ala Lys Asp Leu Gly Phe Lys Met Phe Ala Val Gly Val Gly 
405 410 415 

Asn Ala Val Glu Glu Glu Leu Arg Glu lie Ala Ser Glu Pro Val Ala 
420 425 430 

Asp His Tyr Phe Tyr Thr Ala Asp Phe Lys Thr lie Asn Gin lie Gly 
435 440 445 

Lys Lys Leu Gin Lys Gin lie Cys Val Glu Glu Asp Pro Cys Ala Cys 
450 455 460 

Glu Ser lie Leu Lys Phe Glu Ala Lys Val Glu Gly Leu Leu Gin Ala 
465 470 475 480 

Leu Thr Arg Lys Leu Glu Ala Val Ser Gly Arg Leu Ala Val Leu Glu 
485 490 495 

Asn Arg lie lie 
500 



<210> 114 
<211> 416 
<212> PRT 

<213> Gallus gallus 
<400> 114 

Val Gly Val lie Asn Tyr Ala Ser Ala Val Lys Asn Glu Phe Ser Leu 
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1 



5 



10 



15 



Lys Thr His Gin Thr Lys Ala Glu Leu Leu Gin Ala Val Gin Arg lie 
20 25 30 

Glu Pro Leu Ser Thr Gly Thr Met Thr Gly Leu Ala lie Gin Phe Ala 
35 40 45 

lie Ser Arg Ala Phe Ser Asp Thr Glu Gly Ala Arg Leu Arg Ser Pro 
50 55 60 

Asn lie Asn Lys Val Ala lie Val Val Thr Asp Gly Arg Pro Gin Asp 
65 70 75 80 

Gly Val Gin Asp Val Ser Ala Arg Ala Arg Gin Ala Gly lie Glu lie 
85 90 95 

Phe Ala lie Gly Val Gly Arg Val Asp Met His Thr Leu Arg Gin lie 
100 105 110 

Ala Ser Glu Pro Leu Asp Asp His Val Asp Tyr Val Glu Ser Tyr Ser 
115 120 125 

Val lie Glu Lys Leu Thr His Lys Phe Gin Glu Ala Phe Cys Val Val 
130 135 140 

Ser Asp Leu Cys Ala Thr Gly Asp His Asp Cys Glu Gin lie Cys lie 
145 150 155 160 

Ser Thr Pro Gly Ser Tyr Lys Cys Ala Cys Lys Glu Gly Phe Thr Leu 
165 170 175 

Asn Asn Asp Gly Lys Thr Cys Ser Ala Cys Ser Gly Gly Ser Gly Ser 
180 185 190 

Ala Leu Asp Leu Val Phe Leu lie Asp Gly Ser Lys Ser Val Arg Pro 
195 200 205 

Glu Asn Phe Glu Leu Val Lys Lys Phe lie Asn Gin lie Val Glu Ser 
210 215 220 

Leu Glu Val Ser Glu Lys Gin Ala Gin Val Gly Leu Val Gin Tyr Ser 
225 230 235 240 

Ser Ser Val Arg Gin Glu Phe Pro Leu Gly Gin Phe Lys Asn Lys Lys 
245 250 255 

Asp lie Lys Ala Ala Val Lys Lys Met Ala Tyr Met Glu Lys Gly Thr 
260 265 270 

Met Thr Gly Gin Ala Leu Lys Tyr Leu Val Asp Ser Ser Phe Ser lie 
275 280 285 

Ala Asn Gly Ala Arg Pro Gly Val Pro Lys Val Gly lie Val Phe Thr 
290 295 300 

Asp Gly Arg Ser Gin Asp Tyr lie Thr Asp Ala Ala Lys Lys Ala Lys 
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305 

Asp Leu Gly Phe 



Asp Glu Leu Arg 
340 

Tyr Thr Ala Asp 
355 

Met Lys lie Cys 
370 

Lys Phe Gin Thr 
385 

Leu Glu Ala Val 



310 

Arg Met Phe Ala 
325 

Glu lie Ala Ser 



Phe Arg Thr lie 
360 

Val Glu Glu Asp 
375 

Lys Val Glu Glu 
390 

Ala Lys Arg lie 
405 



315 

Val Gly Val Gly 
330 

Glu Pro Val Ala 
345 

Ser Asn lie Gly 



Pro Cys Glu Cys 
380 

Leu lie Asn Thr 
395 

Glu Ala Leu Glu 
410 



320 

Asn Ala Val Glu 
335 

Glu His Tyr Phe 
350 

Lys Lys Leu Gin 
365 

Lys Ser lie Val 



Leu Gin Gin Lys 
400 

Asn Lys lie lie 
415 



<210> 115 
<211> 493 
<212> PRT 

<213> Gallus gallus 



<400> 115 
Met Asp Gly He 
1 

Gin Ser Cys Gly 
20 

Cys Arg Thr Lys 
35 

Ser Val Arg Pro 
50 

Val He Glu Gly 
65 

He Asn Tyr Ala 



Gin Thr Lys Ala 
100 

Ser Thr Gly Thr 
115 

Ala Phe Ser Asp 
130 



Phe Cys Ala Leu 
5 

Val Trp Gly Ala 



Pro Thr Asp Leu 
40 

Gin Glu Phe Glu 
55 

Leu Asp Val Gly 
70 

Ser Ala Val Lys 
85 

Glu Leu Leu Gin 



Met Thr Gly Leu 
120 

Thr Glu Gly Ala 
135 



Pro Leu Ser Leu 
10 

Pro Pro Gin Pro 
25 

Val Phe He He 



Lys Val Lys Val 
60 

Pro Asn Ser Thr 
75 

Asn Glu Phe Ser 
90 

Ala Val Gin Arg 
105 

Ala He Gin Phe 



Arg Leu Arg Ser 
140 



Leu Leu Leu Leu 
15 

Arg Gly Thr Leu 
30 

Asp Ser Ser Arg 
45 

Phe Leu Ser Arg 



Arg Val Gly Val 
80 

Leu Lys Thr His 
95 

He Glu Pro Leu 
110 

Ala He Ser Arg 
125 

Pro Asn He Asn 
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Lys Val Ala He Val Val Thr Asp Gly Arg Pro Gin Asp Gly Val Gin 
145 150 155 160 

Asp Val Ser Ala Arg Ala Arg Gin Ala Gly He Glu He Phe Ala He 
165 170 175 

Gly Val Gly Arg Val Asp Met His Thr Leu Arg Gin He Ala Ser Glu 
180 185 190 

Pro Leu Asp Asp His Val Asp Tyr Val Glu Ser Tyr Ser Val He Glu 
195 200 205 

Lys Leu Thr His Lys Phe Gin Glu Ala Phe Cys Val Val Ser Asp Leu 
210 215 220 

Cys Ala Thr Gly Asp His Asp Cys Glu Gin He Cys He Ser Thr Pro 
225 230 235 240 

Gly Ser Tyr Lys Cys Ala Cys Lys Glu Gly Phe Thr Leu Asn Asn Asp 
245 250 255 

Gly Lys Thr Cys Ser Ala Cys Ser Gly Gly Ser Gly Ser Ala Leu Asp 
260 265 270 

Leu Val Phe Leu He Asp Gly Ser Lys Ser Val Arg Pro Glu Asn Phe 
275 280 285 

Glu Leu Val Lys Lys Phe He Asn Gin He Val Glu Ser Leu Glu Val 
290 295 300 

Ser Glu Lys Gin Ala Gin Val Gly Leu Val Gin Tyr Ser Ser Ser Val 
305 310 315 320 

Arg Gin Glu Phe Pro Leu Gly Gin Phe Lys Asn Lys Lys Asp He Lys 
325 • 330 335 

Ala Ala Val Lys Lys Met Ala Tyr Met Glu Lys Gly Thr Met Thr Gly 
340 345 350 

Gin Ala Leu Lys Tyr Leu Val Asp Ser Ser Phe Ser He Ala Asn Gly 
355 360 365 

Ala Arg Pro Gly Val Pro Lys Val Gly He Val Phe Thr Asp Gly Arg 
370 375 380 

Ser Gin Asp Tyr He Thr Asp Ala Ala Lys Lys Ala Lys Asp Leu Gly 
385 390 395 400 

Phe Arg Met Phe Ala Val Gly Val Gly Asn Ala Val Glu Asp Glu Leu 
405 410 415 

Arg Glu He Ala Ser Glu Pro Val Ala Glu His Tyr Phe Tyr Thr Ala 
420 425 430 

Asp Phe Arg Thr lie Ser Asn He Gly Lys Lys Leu Gin Met Lys lie 
435 440 445 
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Cys Val Glu 
450 



Glu Asp Pro Cys Glu Cys Lys Ser lie Val Lys Phe Gin 
455 460 



Thr Lys Val Glu Glu Leu lie Asn Thr Leu Gin Gin Lys Leu Glu Ala 
465 470 475 480 

Val Ala Lys Arg lie Glu Ala Leu Glu Asn Lys lie lie 
485 490 



<210> 116 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 116 

Met Gly Met Ser Ser Leu Lys Leu Leu Lys Tyr Val Leu Phe Phe Phe 
15 10 15 

Asn Leu Leu Phe Trp lie Cys Gly Cys Cys lie Leu Gly Phe Gly lie 
20 25 30 

Tyr Leu Leu lie His Asn Asn Phe Gly Val Leu Phe His Asn Leu Pro 
35 40 45 

Ser Leu Thr Leu Gly Asn Val Phe Val lie Val Gly Ser lie lie Met 
50 55 60 

Val Val Ala Phe Leu Gly Cys Met Gly Ser lie Lys Glu Asn Lys Cys 
65 70 75 80 

Leu Leu Met Ser Phe Phe lie Leu Leu Leu lie lie Leu Leu Ala Glu 
85 90 95 

Val Thr Leu Ala lie Leu Leu Phe Val Tyr Glu Gin Lys Leu Asn Glu 
100 105 110 

Tyr Val Ala Lys Gly Leu Thr Asp Ser lie His Arg Tyr His Ser Asp 
115 120 125 

Asn Ser Thr Lys Ala Ala Trp Asp Ser lie Gin Ser Phe Leu Gin Cys 
130 135 140 

Cys Gly lie Asn Gly Thr Ser Asp Trp Thr Ser Gly Pro Pro Ala Ser 
145 150 155 160 

Cys Pro Ser Asp Arg Lys Val Glu Gly Cys Tyr Ala Lys Ala Arg Leu 
165 170 175 

Trp Phe His Ser Asn Phe Leu Tyr lie Gly lie lie Thr lie Cys Val 
180 185 190 

Cys Val lie Glu Val Leu Gly Met Ser Phe Ala Leu Thr Leu Asn Cys 
195 200 205 

Gin lie Asp Lys Thr Ser Gin Thr He Gly Leu 
210 215 
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<210> 117 
<211> 219 
<212> PRT 

<213> Rattus norvegicus 
<400> 117 

Met Gly Met Ser Ser Leu Lys Leu Leu Lys Tyr Val Leu Phe Phe Phe 
15 10 15 

Asn Phe Leu Phe Trp Val Cys Gly Cys Cys lie Leu Gly Phe Gly He 
20 25 30 

His Leu Leu Val Gin Asn Thr Tyr Gly He Leu Phe Arg Asn Leu Pro 
35 40 45 

Phe Leu Thr Leu Gly Asn Val Leu Val He Val Gly Ser He He Met 
50 55 60 

Val Val Ala Phe Leu Gly Cys Met Gly Ser He Lys Glu Asn Lys Cys 
65 70 75 80 

Leu Leu Met Ser Phe Phe Val Leu Leu Leu Leu He Leu Leu Ala Glu 
85 90 95 

Val Thr Leu Ala He Leu Leu Phe Val Tyr Glu Lys Lys He Asn Thr 
100 105 110 

Leu Val Ala Glu Gly Leu Asn Asp Ser He Gin His Tyr His Ser Asp 
115 120 125 

Asn Ser Thr Arg Met Ala Trp Asp Phe He Gin Ser Gin Leu Gin Cys 
130 135 140 

Cys Gly Val Asn Gly Ser Ser Asp Trp He Ser Gly Pro Pro Ser Ser 
145 150 155 160 

Cys Pro Ser Gly Ala Asp Val Gin Gly Cys Tyr Lys Lys Gly Gin Ala 
165 170 175 

Trp Phe His Ser Asn Phe Leu Tyr He Gly lie Val Thr He Cys Val 
180 185 190 

Cys Val lie Gin Val Leu Gly Met Ser Phe Ala Leu Thr Leu Asn Cys 
195 200 205 

Gin He Asp Lys Thr Ser Gin Ala Leu Gly Leu 
210 215 



<210> 118 
<211> 219 
<212> PRT 
<213> MUS 

<400> 118 



musculus 
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Met Gly Met Ser Ser Leu Lys Leu Leu Lys Tyr Val Leu Phe lie Phe 
15 10 15 



Asn Leu Leu Phe Trp Val Cys Gly Cys Cys lie Leu Gly Phe Gly lie 
20 25 30 

Tyr Phe Leu Val Gin Asn Thr Tyr Gly Val Leu Phe Arg Asn Leu Pro 
35 40 45 

Phe Leu Thr Leu Gly Asn lie Leu Val lie Val Gly Ser lie lie Met 
50 55 60 



Val Val Ala Phe Leu Gly Cys Met 
65 70 

Leu Leu Met Ser Phe Phe Val Leu 
85 

Val Thr lie Ala lie Leu Leu Phe 
100 



Gly Ser lie Lys Glu Asn Lys Cys 
75 80 

Leu Leu lie lie Leu Leu Ala Glu 
90 95 

Val Tyr Glu Gin Lys Leu Asn Thr 
105 110 



Leu Val Ala Glu Gly Leu Asn Asp Ser lie Gin His Tyr His Ser Asp 
115 120 125 

Asn Ser Thr Met Lys Ala Trp Asp Phe lie Gin Thr Gin Leu Gin Cys 
130 135 140 

Cys Gly Val Asn Gly Ser Ser Asp Trp Thr Ser Gly Pro Pro Ser Ser 
145 150 155 160 

Cys Pro Ser Gly Ala Asp Val Gin Gly Cys Tyr Asn Lys Ala Lys Ser 
165 170 175 

Trp Phe His Ser Asn Phe Leu Tyr lie Gly lie lie Thr lie Cys Val 
180 185 190 

Cys Val lie Gin Val Leu Gly Met Ser Phe Ala Leu Thr Leu Asn Cys 
195 200 205 

Gin lie Asp Lys Thr Ser Gin Ala Leu Gly Leu 
210 215 



<210> 119 
<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 119 

Met Ala Arg Gly Cys Leu Cys Cys Leu Lys Tyr Met Met Phe Leu Phe 
15 10 15 

Asn Leu lie Phe Trp Leu Cys Gly Cys Gly Leu Leu Gly Val Gly lie 
20 25 30 

Trp Leu Ser Val Ser Gin Gly Asn Phe Ala Thr Phe Ser Pro Ser Phe 
35 40 45 
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Pro Ser Leu Ser Ala 
50 

Met Val Thr Gly Phe 
65 

Cys Leu Leu Leu Ser 
85 

Glu Leu lie Leu Leu 
100 

Glu Asn Ala Lys Lys 
115 

Glu Asn Asn Val Gly 
130 

Met Arg Cys Cys Gly 
145 

Gly Glu Asn Thr Val 
165 

Cys Gly Arg Asn Ala 
180 

Lys Val Lys Met Trp 
195 

Gly Met Cys lie Leu 
210 

Thr Leu Phe Gin His 
225 



Ala Asn Leu Val lie Ala 
55 

Leu Gly Cys Leu Gly Ala 
70 75 

Phe Phe lie Val Leu Leu 
90 

lie Leu Phe Phe Val Tyr 
105 

Asp Leu Lys Glu Gly Leu 
120 

Leu Lys Asn Ala Trp Asn 
135 

Val Thr Asp Tyr Thr Asp 
150 155 

Pro Asp Arg Cys Cys Met 
170 

Thr Thr Pro Leu Trp Arg 
185 

Phe Asp Asp Asn Lys His 
200 

lie Met Gin lie Leu Gly 
215 

lie His Arg Thr Gly Lys 
230 235 



He Gly Thr He Val 
60 

He Lys Glu Asn Lys 
80 

Val He Leu Leu Ala 
95 

Met Asp Lys Val Asn 
110 

Leu Leu Tyr His Thr 
125 

He He Gin Ala Glu 
140 

Trp Tyr Pro Val Leu 
160 

Glu Asn Ser Gin Gly 
175 

Thr Gly Cys Tyr Glu 
190 

Val Leu Gly Thr Val 
205 

Met Ala Phe Ser Met 
220 

Lys Tyr Asp Ala 



<210> 120 
<211> 175 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Met Val Thr Gly Phe Leu Gly Cys Leu Gly Ala He Lys Glu Asn Lys 
15 10 15 

Cys Leu Leu Leu Ser Phe Phe He Val Leu Leu Val He Leu Leu Ala 
20 25 30 

Glu Leu He Leu Leu He Leu Phe Phe Val Tyr Met Asp Lys Val Asn 
35 40 45 

Glu Asn Ala Lys Lys Asp Leu Lys Glu Gly Leu Leu Leu Tyr His Thr 
50 55 60 

Glu Asn Asn Val Gly Leu Lys Asn Ala Trp Asn He He Gin Ala Glu 
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65 

Met Arg Cys Cys 



Gly Glu Asn Thr 
100 

Cys Gly Arg Asn 
115 

Lys Val Lys Met 
130 

Gly Met Cys lie 
145 

Thr Leu Phe Gin 



70 

Gly Val Thr Asp 
85 

Val Pro Asp Arg 



Ala Thr Thr Pro 
120 

Trp Phe Asp Asp 
135 

Leu lie Met Gin 
150 

His lie His Arg 
165 



75 

Tyr Thr Asp Trp 
90 

Cys Cys Met Glu 
105 

Leu Trp Arg Thr 



Asn Lys His Val 
140 

lie Leu Gly Met 
155 

Thr Gly Lys Lys 
170 



80 

Tyr Pro Val Leu 
95 

Asn Ser Gin Gly 
110 

Gly Cys Tyr Glu 
125 

Leu Gly Thr Val 



Ala Phe Ser Met 
160 

Tyr Asp Ala 
175 



<210> 121 
<211> 488 
<212> PRT 

<213> Homo sapiens 
<400> 121 

Met Glu Pro Phe Leu Arg Arg Arg Leu Ala Phe Leu Ser Phe Phe Trp 
15 10 15 

Asp Lys He Trp Pro Ala Gly Gly Glu Pro Asp His Gly Thr Pro Gly 
20 25 30 

Ser Leu Asp Pro Asn Thr Asp Pro Val Pro Thr Leu Pro Ala Glu Pro 
35 40 45 

Cys Ser Pro Phe Pro Gin Leu Phe Leu Ala Leu Tyr Asp Phe Thr Ala 
50 55 60 

Arg Cys Gly Gly Glu Leu Ser Val Arg Arg Gly Asp Arg Leu Cys Ala 
65 70 75 80 

Leu Glu Glu Gly Gly Gly Tyr He Phe Ala Arg Arg Leu Ser Gly Gin 
85 90 95 

Pro Ser Ala Gly Leu Val Pro He Thr His Val Ala Lys Ala Ser Pro 
100 105 HO 

Glu Thr Leu Ser Asp Gin Pro Trp Tyr Phe Ser Gly Val Ser Arg Thr 
115 120 125 

Gin Ala Gin Gin Leu Leu Leu Ser Pro Pro Asn Glu Pro Gly Ala Phe 
130 135 140 

Leu He Arg Pro Ser Glu Ser Ser Leu Gly Gly Tyr Ser Leu Ser Val 
145 150 155 160 
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Arg Ala Gin Ala Lys Val Cys His Tyr Arg Val Ser Met Ala Ala Asp 
165 170 175 

Gly Ser Leu Tyr Leu Gin Lys Gly Arg Leu Phe Pro Gly Leu Glu Glu 
180 185 190 

Leu Leu Thr Tyr Tyr Lys Ala Asn Trp Lys Leu lie Gin Asn Pro Leu 
195 200 205 

Leu Gin Pro Cys Met Pro Gin Lys Ala Pro Arg Gin Asp Val Trp Glu 
210 215 220 

Arg Pro His Ser Glu Phe Ala Leu Gly Arg Lys Leu Gly Glu Gly Tyr 
225 230 235 240 

Phe Gly Glu Val Trp Glu Gly Leu Trp Leu Gly Ser Leu Pro Val Ala 
245 250 255 

lie Lys Val lie Lys Ser Ala Asn Met Lys Leu Thr Asp Leu Ala Lys 
260 265 270 

Glu lie Gin Thr Leu Lys Gly Leu Arg His Glu Arg Leu lie Arg Leu 
275 280 285 

His Ala Val Cys Ser Gly Gly Glu Pro Val Tyr He Val Thr Glu Leu 
290 295 300 

Met Arg Lys Gly Asn Leu Gin Ala Phe Leu Gly Thr Pro Glu Gly Arg 
305 310 315 320 

Ala Leu Arg Leu Pro Pro Leu Leu Gly Phe Ala Cys Gin Val Ala Glu 
325 330 335 

Gly Met Ser Tyr Leu Glu Glu Gin Arg Val Val His Arg Asp Leu Ala 
340 345 350 

Ala Arg Asn Val Leu Val Asp Asp Gly Leu Ala Cys Lys Val Ala Asp 
355 360 365 

Phe Gly Leu Ala Arg Leu Leu Lys Asp Asp He Tyr Ser Pro Ser Ser 
370 375 380 

Ser Ser Lys He Pro Val Lys Trp Thr Ala Pro Glu Ala Ala Asn Tyr 
385 390 395 400 

Arg Val Phe Ser Gin Lys Ser Asp Val Trp Ser Phe Gly Val Leu Leu 
405 410 415 

His Glu Val Phe Thr Tyr Gly Gin Cys Pro Tyr Glu Gly Met Thr Asn 
420 425 430 

His Glu Thr Leu Gin Gin He Met Arg Gly Tyr Arg Leu Pro Arg Pro 
435 440 445 

Ala Ala Cys Pro Ala Glu Val Tyr Val Leu Met Leu Glu Cys Trp Arg 
450 455 460 
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Ser Ser Pro Glu Glu Arg Pro Ser Phe Ala Thr Leu Arg Glu Lys Leu 
465 470 475 480 



His Ala lie His Arg Cys His Pro 
485 



<210> 122 
<211> 496 
<212> PRT 

<213> Mus musculus 
<400> 122 

Met Glu Pro Phe Leu Arg Lys Arg Leu Thr Phe Leu Ser Phe Phe Trp 
15 10 15 

Asp Lys lie Trp Pro Ala Asp Glu Ser Glu Glu Asp lie Pro Arg lie 
20 25 30 

Gin Gly His Asp Asp Asn Pro Val Pro Glu Gin Ala Ala Ala Val Glu 
35 40 45 

Pro Cys Ser Phe Pro Ala Pro Arg Ala Arg Leu Phe Arg Ala Leu Tyr 
50 55 60 

Asp Phe Thr Ala Arg Cys Ala Glu Glu Leu Ser Val Ser Arg Gly Asp 
65 70 75 80 

Arg Leu Tyr Ala Leu Lys Glu Glu Gly Asp Tyr lie Phe Ala Gin Arg 
85 90 95 

Leu Ser Gly Pro Pro Ser Thr Gly Leu Val Pro Val Thr Tyr Leu Ala 
100 105 110 

Lys Ala Thr Pro Glu Pro Pro Ser Asp Gin Pro Trp Tyr Phe Ser Gly 
115 120 125 

lie Ser Arg Ala Gin Ala Gin Gin Leu Leu Leu Ser Pro Ala Asn Ala 
130 135 140 

Pro Gly Ala Phe Leu He Arg Pro Ser Glu Ser Ser He Gly Gly Tyr 
145 150 155 160 

Ser Leu Ser Val Arg Ala Gin Ala Lys Val Cys His Tyr Arg He Cys 
165 170 175 

Met Ala Pro Ser Gly Ser Leu Tyr Leu Gin Glu Gly Gin Leu Phe Pro 
180 185 190 

Ser Leu Asp Ala Leu Leu Ala Tyr Tyr Lys Thr Asn Trp Lys Leu He 
195 200 205 

Gin Asn Pro Leu Leu Gin Pro Cys He Pro Gin He Pro Leu Val Gin 
210 215 220 

Asp Glu Trp Glu Arg Pro Arg Ser Glu Phe Val Leu Arg Arg Lys Leu 
225 230 235 240 
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Gly Glu Gly Phe Phe Gly Glu Val Trp Glu Gly Leu Trp Leu Gly Ser 
245 250 255 



lie Pro Val Ala Val Lys Val lie Lys Ser Ala Asp Met Lys Leu Ala 
260 265 270 

Asp Leu Thr Lys Glu lie Glu Ala Leu Lys Ser Leu Arg His Glu Arg 
275 * 280 285 

Leu He Arg Leu His Ala He Cys Ser Leu Gly Glu Pro Val Tyr He 
290 295 300 

Val Thr Glu Leu Met Gly Lys Gly Asn Leu Gin Val Tyr Leu Gly Ser 
305 310 315 320 

Ser Glu Gly Lys Ala Leu Ser Leu Pro His Leu Leu Gly Phe Ala Cys 
325 330 335 

Gin Val Ala Glu Gly Met Ser Tyr Leu Glu Glu Arg Arg Val Val His 
340 345 350 

Arg Asp Leu Ala Ala Arg Asn Val Leu Val Gly Asp Asp Leu Thr Cys 
355 360 365 

Lys Val Ala Asp Phe Gly Leu Ala Arg Leu Leu Lys Asp Asp Val Tyr 
370 375 380 

Ser Pro Ser Ser Gly Ser Lys He Pro Val Lys Trp Thr Ala Pro Glu 
385 390 395 400 

Ala Ala Asn Tyr Arg Val Phe Ser Gin Lys Ser Asp Val Trp Ser Phe 
405 410 415 

Gly He Leu Leu Tyr Glu Val Phe Thr Tyr Gly Gin Cys Pro Tyr' Glu 
420 425 430 

Gly Met Thr Asn His Glu Thr Leu Gin Gin He Ser Arg Gly Tyr Arg 
435 440 445 

Leu Pro Arg Pro Ala Val Cys Pro Ala Glu Val Tyr Val Leu Met Val 
450 455 460 

Glu Cys Trp Lys Gly Ser Pro Glu Glu Arg Pro Thr Phe Ala He Leu 
465 470 475 480 

Arg Glu Lys Leu Asn Ala He Asn Arg Arg Leu His Leu Gly Leu Thr 
485 490 495 



<210> 123 
<211> 496 
<212> PRT 

<213> Mus musculus 
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<400> 123 

Met Glu Pro Phe Leu Arg Lys Arg Leu Thr Phe Leu Ser Phe Phe Trp 
15 10 15 

Asp Lys lie Trp Pro Ala Asp Glu Ser Glu Glu Asp He Pro Arg He 
20 25 30 

Gin Gly His Asp Asp Asn Pro Val Pro Glu Gin Ala Ala Ala Val Glu 
35 40 45 

Pro Cys Ser Phe Pro Ala Pro Arg Ala Arg Leu Phe Arg Ala Leu Tyr 
50 55 60 

Asp Phe Thr Ala Arg Cys Ala Glu Glu Leu Ser Val Ser Gly Gly Asp 
65 70 75 80 

Arg Leu Tyr Ala Leu Lys Glu Glu Gly Asp Tyr He Phe Ala Gin Arg 
85 90 95 

Leu Ser Gly Pro Pro Ser Thr Gly Leu Val Pro Val Thr Tyr Leu Ala 
100 105 110 

Lys Ala Thr Pro Glu Pro Pro Ser Asp Gin Pro Trp Tyr Phe Ser Gly 
115 120 125 

He Ser Arg Ala Gin Ala Gin Gin Leu Leu Leu Ser Pro Ala Asn Ala 
130 135 140 

Pro Gly Ala Phe Leu He Arg Pro Ser Glu Ser Ser He Gly Gly Tyr 
145 150 155 160 

Ser Leu Ser Val Arg Ala Gin Ala Lys Val Cys His Tyr Arg He Cys 
165 170 175 

Met Ala Pro Ser Gly Ser Leu Tyr Leu Gin Glu Gly Gin Leu Phe Pro 
180 185 190 

Ser Leu Asp Ala Leu Leu Ala Tyr Tyr Lys Thr Asn Trp Lys Leu He 
195 200 205 

Gin Asn Pro Leu Leu Gin Pro Cys He Pro Gin He Pro Leu Val Gin 
210 215 220 

Asp Glu Trp Glu Arg Pro Arg Ser Glu Phe Val Phe Gly Arg Lys Leu 
225 230 235 240 

Gly Glu Gly Phe Phe Gly Glu Val Trp Glu Gly Leu Trp Leu Gly Ser 
245 250 255 

He Pro Val Ala Val Lys Val He Lys Ser Ala Asp Met Lys Leu Ala 
260 265 270 

Asp Leu Thr Lys Glu lie Glu Ala Leu Lys Ser Leu Arg His Glu Arg 
275 280 285 

Leu He Arg Leu His Ala He Cys Ser Leu Gly Glu Pro Val Tyr He 
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290 295 300 

Val Thr Glu Leu Met Gly Lys Gly Asn Leu Gin Val Tyr Leu Gly Ser 
305 310 315 320 

Ser Glu Gly Lys Ala Leu Ser Leu Pro His Leu Leu Gly Phe Ala Cys 
325 330 335 

Gin Val Ala Glu Gly Met Ser Tyr Leu Glu Glu Arg Arg Val Val His 
340 345 350 

Arg Asp Leu Ala Ala Arg Asn Val Leu Val Gly Asp Asp Leu Thr Cys 
355 360 365 

Lys Val Ala Asp Phe Gly Leu Ala Arg Leu Leu Lys Asp Asp Val Tyr 
370 375 380 

Ser Pro Ser Ser Gly Ser Lys lie Pro Val Lys Trp Thr Ala Pro Glu 
385 390 395 400 

Ala Ala Asn Tyr Arg Val Phe Ser Gin Lys Ser Asp Val Trp Ser Phe 
405 410 415 

Gly lie Leu Leu Tyr Glu Val Phe Thr Tyr Gly Gin Cys Pro Tyr Glu 
420 425 430 

Gly Met Thr Asn His Glu Thr Leu Gin Gin lie Ser Arg Gly Tyr Arg 
435 440 445 

Leu Pro Arg Pro Ala Val Cys Pro Ala Glu Val Tyr Val Leu Met Val 
450 455 460 

Glu Cys Trp Lys Gly Ser Pro Glu Glu Arg Pro Thr Phe Ala He Leu 
465 470 475 480 

Arg Glu Lys Leu Asn Ala He Asn Arg Arg Leu His Leu Gly Leu Thr 
485 490 495 



<210> 124 
<211> 496 
<212> PRT 

<213> Mus musculus 
<400> 124 

Met Glu Pro Phe Leu Arg Lys Arg Leu Thr Phe Leu Ser Phe Phe Trp 
15 10 15 

Asp Lys He Trp Pro Ala Asp Glu Ser Glu Glu Asp He Pro Arg He 
20 25 30 

Gin Gly His Asp Asp Asn Pro Val Pro Glu Gin Ala Ala Ala Val Glu 
35 40 45 



115 



Pro Cys Ser Phe Pro Ala Pro Arg Ala Arg Leu Phe Arg Ala Leu Tyr 
50 55 60 



Asp Phe Thr Ala Arg Cys Ala Glu Glu Leu Ser Val Ser Arg Gly Asp 
65 70 75 80 

Arg Leu Tyr Ala Leu Lys Glu Glu Gly Asp Tyr lie Phe Ala Gin Arg 
85 90 95 

Leu Ser Gly Pro Pro Ser Thr Gly Leu Val Pro Val Thr Tyr Leu Ala 
100 105 110 

Lys Ala Thr Pro Glu Pro Pro Ser Asp Gin Pro Trp Tyr Phe Ser Gly 
115 120 125 

lie Ser Arg Ala Gin Ala Gin Gin Leu Leu Leu Ser Pro Ala Asn Ala 
130 135 140 

Pro Gly Ala Phe Leu lie Arg Pro Ser Glu Ser Ser lie Gly Gly Tyr 
145 150 155 160 

Ser Leu Ser Val Arg Ala Gin Ala Lys Val Cys His Tyr Arg lie Cys 
165 170 175 

Met Ala Pro Ser Gly Ser Leu Tyr Leu Gin Glu Gly Gin Leu Phe Pro 
180 185 190 

Ser Leu Asp Ala Leu Leu Ala Tyr Tyr Lys Thr Asn Trp Lys Leu lie 
195 200 205 

Gin Asn Pro Leu Leu Gin Pro Cys lie Pro Gin lie Pro Leu Val Gin 
210 215 220 

Asp Glu Trp Glu Arg Pro Arg Ser Glu Phe Val Leu Arg Lys Lys Leu 
225 230 235 240 

Gly Glu Gly Phe Phe Gly Glu Val Trp Glu Gly Leu Trp Leu Gly Ser 
245 250 255 

lie Pro Val Ala Val Lys Val lie Lys Ser Ala Asp Met Lys Leu Ala 
260 265 270 

Asp Leu Thr Lys Glu Asn Glu Ala Leu Lys Ser Leu Arg His Glu Arg 
275 280 285 

Leu lie Arg Leu His Ala lie Cys Ser Leu Gly Glu Pro Val Tyr lie 
290 295 300 

Val Thr Glu Leu Met Gly Lys Gly Asn Leu Gin Val Tyr Leu Gly Ser 
305 310 315 320 

Ser Glu Gly Lys Ala Leu Ser Leu Pro His Leu Leu Gly Phe Ala Cys 
325 330 335 

Gin Val Ala Glu Gly Met Ser Tyr Leu Glu Glu Arg Arg Val Val His 
340 345 350 
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Arg Asp Leu Ala 
355 

Lys Val Ala Asp 
370 

Ser Pro Ser Ser 
385 

Ala Ala Asn Tyr 



Gly lie Leu Leu 
420 

Gly Met Thr Asn 
435 

Leu Pro Arg Pro 
450 

Glu Cys Trp Lys 
465 

Arg Glu Lys Leu 



Ala Arg Asn Val 
360 

Phe Gly Leu Ala 
375 

Gly Ser Lys lie 
390 

Arg Val Phe Ser 
405 

Tyr Glu Val Phe 



His Glu Thr Leu 
440 

Ala Val Cys Pro 
455 

Gly Ser Pro Glu 
470 

Asn Ala lie Asn 
485 



Leu Val Gly Asp 



Arg Leu Leu Lys 
380 

Pro Val Lys Trp 
395 

Gin Lys Ser Asp 
410 

Thr Tyr Gly Gin 
425 

Gin Gin lie Ser 



Ala Glu Val Tyr 
460 

Glu Arg Pro Thr 
475 

Arg Arg Leu His 
490 



Asp Leu Thr Cys 
365 

Asp Asp Val Tyr 



Thr Ala Pro Glu 
400 

Val Trp Ser Phe 
415 

Cys Pro Tyr Glu 
430 

Arg Gly Tyr Arg 
445 

Val Leu Met Val 



Phe Ala lie Leu 
480 

Leu Gly Leu Thr 
495 



<210> 125 
<211> 451 
<212> PRT 

<213> Homo sapiens 
<400> 125 

Met Val Ser Arg Asp Gin Ala His Leu Gly Pro Lys Tyr Val Gly Leu 
15 10 15 

Trp Asp Phe Lys Ser Arg Thr Asp Glu Glu Leu Ser Phe Arg Ala Gly 
20 25 30 

Asp Val Phe His Val Ala Arg Lys Glu Glu Gin Trp Trp Trp Ala Thr 
35 40 45 

Leu Leu Asp Glu Ala Gly Gly Ala Val Ala Gin Gly Tyr Val Pro His 
50 55 60 

Asn Tyr Leu Ala Glu Arg Glu Thr Val Glu Ser Glu Pro Trp Phe Phe 
65 70 75 80 

Gly Cys lie Ser Arg Ser Glu Ala Val Arg Arg Leu Gin Ala Glu Gly 
85 90 95 

Asn Ala Thr Gly Ala Phe Leu lie Arg Val Ser Glu Lys Pro Ser Ala 
100 105 110 
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Asp Tyr Val Leu Ser Val Arg Asp Thr Gin Ala Val Arg His Tyr Lys 
115 120 125 

lie Trp Arg Arg Ala Gly Gly Arg Leu His Leu Asn Glu Ala Val Ser 
130 135 140 

Phe Leu Ser Leu Pro Glu Leu Val Asn Tyr His Arg Ala Gin Ser Leu 
145 150 155 160 

Ser His Gly Leu Arg Leu Ala Ala Pro Cys Arg Lys His Glu Pro Glu 
165 170 175 

Pro Leu Pro His Trp Asp Asp Trp Glu Arg Pro Arg Glu Glu Phe Thr 
180 185 190 

Leu Cys Arg Lys Leu Gly Ser Gly Tyr Phe Gly Glu Val Phe Glu Gly 
195 200 205 

Leu Trp Lys Asp Arg Val Gin Val Ala lie Lys Val lie Ser Arg Asp 
210 215 220 

Asn Leu Leu His Gin Gin Met Leu Gin Ser Glu lie Gin Ala Met Lys 
225 230 235 240 

Lys Leu Arg His Lys His lie Leu Ala Leu Tyr Ala Val Val Ser Val 
245 250 255 

Gly Asp Pro Val Tyr lie lie Thr Glu Leu Met Ala Lys Gly Ser Leu 
260 265 270 

Leu Glu Leu Leu Arg Asp Ser Asp Glu Lys Val Leu Pro Val Ser Glu 
275 280 285 

Leu Leu Asp He Ala Trp Gin Val Ala Glu Gly Met Cys Tyr Leu Glu 
290 295 300 

Ser Gin Asn Tyr He His Arg Asp Leu Ala Ala Arg Asn He Leu Val 
305 310 315 320 

Gly Glu Asn Thr Leu Cys Lys Val Gly Asp Phe Gly Leu Ala Arg Leu 
325 330 335 

He Lys Glu Asp Val Tyr Leu Ser His Asp His Asn He Pro Tyr Lys 
340 345 350 

Trp Thr Ala Pro Glu Ala Leu Ser Arg Gly His Tyr Ser Thr Lys Ser 
355 360 365 

Asp Val Trp Ser Phe Gly He Leu Leu His Glu Met Phe Ser Arg Gly 
370 375 380 

Gin Val Pro Tyr Pro Gly Met Ser Asn His Glu Ala Phe Leu Arg Val 
385 390 395 400 

Asp Ala Gly Tyr Arg Met Pro Cys Pro Leu Glu Cys Pro Pro Ser Val 
405 410 415 
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His Lys Leu Met Leu Thr Cys Trp Cys Arg Asp Pro Glu Gin Arg Pro 
420 425 430 

Cys Phe Lys Ala Leu Arg Glu Arg Leu Ser Ser Phe Thr Ser Tyr Glu 
435 440 445 

Asn Pro Thr 
450 



<210> 126 
<211> 174 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence : consensus 
sequence 



<400> 126 
Gly Gin Asp Leu 
1 

Val Arg Lys Gly 
20 

Gly Lys Pro Ala 
35 

Gly Leu Pro Glu 
50 

Lys Ser Arg Gly 
65 

Gin Leu Gly Leu 



Tyr Gin Gly Val 
100 

Pro Leu Ala Asp 
115 



Leu Gin Val Phe 
5 

Val Gly Leu His 



Val Val Ser Gin 
40 

Asp Phe Ser Leu 
55 

Val Leu Phe Ala 
70 

Glu Val Asn Gly 
85 

Asp Gly Lys Gin 



Gly Gin Trp His 
120 



Asp Leu Pro Glu 
10 

Gly Ser Ser Pro 
25 

Pro Thr Arg Thr 



Leu Thr Thr Phe 
60 

lie Tyr Asp Ala 
75 

Arg Ala Asn Thr 
90 

His Thr Val Ser 
105 

Lys Leu Ala Leu 



Ser Ser Phe Ser 
15 

Ala Tyr Arg Phe 
30 

Leu Phe Pro Ser 
45 

Arg Gin Ala Pro 



Gin Asn Val Arg 
80 

Leu Leu Leu Arg 
95 

Phe Arg Asn Leu 
110 

Ser Val Ser Gly 
125 



Glu Ser Ala Thr Leu Tyr Val Asp 
130 135 

Leu Asp Arg Pro Phe Pro Pro lie 
145 150 

Gly Ala Gin Ala Ala Asp Glu Lys 
165 



Cys Asn Glu lie Asp Ser Arg Pro 
140 

Asp Thr Asp Gly lie Glu Val Arg 
155 160 

Lys Phe Gin Gly Asp Leu 
170 



<210> 127 
<211> 20 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 127 

gtgaaagggt gctatgcaaa 20 
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